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Impacts of reclaimed water irrigation on soil antibiotic resistome in urban parks of Victoria,
Australia. Environmental Pollution, 2016, 211, 48-57.

Temporal changes of antibiotic-resistance genes and bacterial communities in two contrasting soils

treated with cattle manure. FEMS Microbiology Ecology, 2016, 92, fiv169. 1.3 108

Effects of climate warming and elevated CO 2 on autotrophic nitrification and nitrifiers in dryland

ecosystems. Soil Biology and Biochemistry, 2016, 92, 1-15.
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Soil pH determines the alpha diversity but not beta diversity of soil fungal community along altitude
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Ammonia oxidizers and denitrifiers in response to reciprocal elevation translocation in an alpine
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