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A reservoir of stem-like CD8 <sup>+<[sup> T cells in the tumor-draining lymph node preserves the
ongoing antitumor immune response. Science Immunology, 2021, 6, eabg7836.
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MLL-AF9 initiates transformation from fast-proliferating myeloid progenitors. Nature
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Multiscale PHATE identifies multimodal signatures of COVID-19. Nature Biotechnology, 2022, 40,
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The landscape of pioneer factor activity reveals the mechanisms of chromatin reprogramming and o7 38
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Sinﬁle cell immune profiling of dengue virus patients reveals intact immune responses to Zika virus
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Multiparameter Single Cell Profiling of Airway Inflammatory Cells. Cytometry Part B - Clinical
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1-deoxysphingolipids bind to COUP-TF to modulate lymphatic and cardiac cell development.

Developmental Cell, 2021, 56, 3128-3145.e15.

38 Compressed Diffusion. , 2019, , . 5

Generating hard-to-obtain information from easy-to-obtain information: Applications in drug
discovery and clinical inference. Patterns, 2021, 2, 100288.

40 Fixing Bias in Reconstruction-based Anomaly Detection with Lipschitz Discriminators. Journal of 01 4
Signal Processing Systems, 2022, 94, 229-243. ’

Voices of biotech research. Nature Biotechnology, 2021, 39, 281-286.

TrajectoryNet: A Dynamic Optimal Transport Network for Modeling Cellular Dynamics. Proceedings of

42 Machine Learning Research, 2020, 119, 9526-9536.

0.3 3

Modeling Global Dynamics from Local Snapshots with Deep Generative Neural Networks. , 2019, , .
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Abstract LTO13: Endocrine-exocrine signaling is a driver of obesity-associated pancreatic ductal
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