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Understanding and overcoming trade-offs between antibody affinity, specificity, stability and
solubility. Biochemical Engineering Journal, 2018, 137, 365-374.

Efficient affinity maturation of antibody variable domains requires co-selection of compensatory

mutations to maintain thermodynamic stability. Scientific Reports, 2017, 7, 45259. 33 77
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Structure-based design of conformation- and sequence-specific antibodies against amyloid 12.
Proceedings of the National Academy of Sciences of the United States of America, 2012, 109, 84-89.

Conformational Differences between Two Amyloid 12 Oligomers of Similar Size and Dissimilar Toxicity. 3.4 101
Journal of Biological Chemistry, 2012, 287, 24765-24773. :

Solution pH That Minimizes Self-Association of Three Monoclonal Antibodies Is Strongly Dependent
on lonic Strength. Molecular Pharmaceutics, 2012, 9, 744-751.

Pogphenolic disaccharides endow proteins with unusual resistance to aggregation. Biotechnology 2.3 ;
and Bioengineering, 2012, 109, 1869-1874. :

Engineering Aggregation-Resistant Antibodies. Annual Review of Chemical and Biomolecular
Engineering, 2012, 3, 263-286.

Removal versus fragmentation of amyloidd€forming precursors via membrane filtration. Biotechnology 3.3 6
and Bioengineering, 2012, 109, 840-845. :

High-Throughput Analysis of Concentration-Dependent Antibody Self-Association. Biophysical Journal,
2011, 101, 1749-1757.

Mutational analysis of domain antibodies reveals aggregation hotspots within and near the
complementarity determining regions. Proteins: Structure, Function and Bioinformatics, 2011, 79, 2.6 90
2637-2647.

Polyphenolic Clycosides and Aglycones Utilize Opposing Pathways To Selectively Remodel and
Inactivate Toxic Oligomers of Amyloid 12. ChemBioChem, 2011, 12, 1749-1758.

Site-specific structural analysis of a yeast prion strain with species-specific seeding activity. Prion, 18 3
2011, 5, 208-210. )

Aromatic Small Molecules Remodel Toxic Soluble Oligomers of Amyloid 12 through Three Independent
Pathways. Journal of Biological Chemistry, 2011, 286, 3209-3218.

Resveratrol Selectively Remodels Soluble Oligomers and Fibrils of Amyloid Al2 into Off-pathway 3.4 971
Conformers. Journal of Biological Chemistry, 2010, 285, 24228-24237. :

Biospecific protein immobilization for rapid analysis of weak protein interactions using

selfa€interaction nanoparticle spectroscopy. Biotechnology and Bioengineering, 2009, 104, 240-250.

Unraveling infectious structures, strain variants and species barriers for the yeast prion [PSI+]. 8.2 75
Nature Structural and Molecular Biology, 2009, 16, 598-605. )



74

76

78

80

82

84

PETER M TESSIER

ARTICLE IF CITATIONS

Self-Interaction Nanoparticle Spectroscopy:3€%o. A Nanoparticle-Based Protein Interaction Assay. Journal

of the American Chemical Society, 2008, 130, 3106-3112.

Prion recognition elements govern nucleation, strain specificity and species barriers. Nature, 2007, 27.8 134
447,556-561. ’

Direct measurement of protein osmotic second virial cross coefficients by cross-interaction
chromatography. Protein Science, 2004, 13, 1379-1390.

Correlation of diafiltration sieving behavior of lysozyme-BSA mixtures with osmotic second virial

cross-coefficients. Biotechnology and Bioengineering, 2004, 87, 303-310. 3.3 16

Measurements of protein self-association as a guide to crystallization. Current Opinion in
Biotechnology, 2003, 14, 512-516.

On-Line Spectroscopic Characterization of Sodium Cyanide with Nanostructured Gold

Surface-Enhanced Raman Spectroscopy Substrates. Applied Spectroscopy, 2002, 56, 1524-1530. 2.2 a4

Assembly of gold nanostructured films templated by colloidal crystals and use in surface-enhanced
Raman spectroscopy., 2002, , .

Rapid Measurement of Protein Osmotic Second Virial Coefficients by Self-Interaction 05 201
Chromatography. Biophysical Journal, 2002, 82, 1620-1631. )

Self-interaction chromatography: a novel screening method for rational protein crystallization. Acta
Crystallographica Section D: Biological Crystallography, 2002, 58, 1531-1535.

Predictive crystallization of ribonuclease A via rapid screening of osmotic second virial coefficients.

Proteins: Structure, Function and Bioinformatics, 2002, 50, 303-311. 2:6 66

Assembly of Gold Nanostructured Films Templated by Colloidal Crystals and Use in Surface-Enhanced

Raman Spectroscopy. Journal of the American Chemical Society, 2000, 122, 9554-9555.

A class of porous metallic nanostructures. Nature, 1999, 401, 548-548. 27.8 481



