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Cytomegalovirus aggravates the autoimmune phenomenon in systemic autoimmune diseases. Microbial 9.9 20
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Recent developments and obstacles in the treatment of melanoma with BRAF and MEK inhibitors.
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Pembrolizumab&€™s non-cross resistance mechanism of action successfully overthrown ipilimumab.
Critical Reviews in Oncology/Hematology, 2017, 111, 1-6.
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