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Aligning a New Reference Genetic Map of Lupinus angustifolius with the Genome Sequence of the
Model Legume, Lotus japonicus. DNA Research, 2010, 17, 73-83.

Center of Origin and Centers of Diversity in an Ancient Crop, Brassica rapa (Turnip Rape). Journal of 04 73
Heredity, 2014, 105, 555-565. :

The loss of vernalization requirement in narrowa€teafed lupin is associated with a deletion in the
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omologue. New Phytologist, 2017, 213, 220-232.

Evidence from Genome-wide Simple Sequence Repeat Markers for a Polyrhyletic Origin and Secondary
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Quantitative Trait Loci for Thermal Time to Flowering and Photoperiod Responsiveness Discovered in
Summer Annual-Type Brassica napus L. PLoS ONE, 2014, 9, e102611.

Canola oil increases in polyunsaturated fatty acids and decreases in oleic acid in droughta€stressed

Mediterraneana€type environments. Plant Breeding, 2009, 128, 348-355. 1.9 68

Genome structure affects the rate of autosi/]ndesis and allosyndesis in AABC, BBAC and CCAB Brassica
, 2010, 18, 655-666.

interspecific hybrids. Chromosome Researc

Microspore culture preferentially selects unreduced (2n) gametes from an interspecific hybrid of

Brassica napus L.AA—ABrassica carinata Braun. Theoretical and Applied Genetics, 2009, 119, 497-505. 3.6 63
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A consensus map of rapeseed (Brassica napus L.) based on diversity array technology markers:
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An efficient higha€throughput flow cytometric method for estimating DNA ploidy level in plants.
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Plant Breeding, 2003, 122, 485-488.
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Diversity Array Technology Markers: Genetic Diversity Analyses and Linkage Map Construction in
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Solute accumulation and osmotic adjustment in leaves of Brassica oilseeds in response to soil water

deficit. Australian Journal of Agricultural Research, 2004, 55, 939. L5 43

Diaporthe toxica sp. nov., the cause of lupinosis in sheep. Mycological Research, 1994, 98, 1364-1368.
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A PCR based B-genome-specific marker in Brassica species. Theoretical and Applied Genetics, 2004, 109,
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Sustainable plant breeding. Plant Breeding, 2013, 132, 1-9.

Genotypic effects on the freguency of homoeologous and homologous recombination in Brassica N 39
napusAA—AB. carinata hybrids. Theoretical and Applied Genetics, 2011, 122, 543-553. )

Evolving gene banks: improving diverse populations of crop and exotic germplasm with optimal
contribution selection. Journal of Experimental Botany, 2017, 68, erw406.
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Optical coherence tomography as a novel tool for non-destructive measurement of the hull 19 37
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nigra (L.) Koch. Euphytica, 2010, 176, 87-98.
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Structural and functional comparative mapping between the Brassica A genomes in allotetraploid
Brassica napus and diploid Brassica rapa. Theoretical and Applied Genetics, 2011, 123, 927-941.
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197, 273-283.
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Responses and Programmed Cell Death Under Simulated Drought Stress. Plant Molecular Biology 1.8 30
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Formation of Subcuticular Coralloid Hyphae by<i>Phomopsis leptostromiformis</i>Upon Latent
Infection of Narrow-Leafed Lupins. Plant Disease, 1991, 75, 1023.
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Genetic Variation for Heat Tolerance During the Reproductive Phase in <i><scp>B</scp>rassica
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Characterization of Brassica nigra collections using simple sequence repeat markers reveals distinct
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Microspore culture reveals complex meiotic behaviour in a trigenomic Brassica hybrid. BMC Plant N 24
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Continuing innovation in Australian canola breeding. Crop and Pasture Science, 2016, 67, 266.

Modeling crop breeding for global food security during climate change. Food and Energy Security, 43 24
2019, 8, e00157. ’

Anthracnose of Lupins in Western Australia.. Australasian Plant Pathology, 1995, 24, 271.
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Agricultural Research, 2004, 55, 589.
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Transient daily heat stress during the early reproductive phase disrupts pod and seed development in
<i>Brassica napus<[i> L.. Food and Energy Security, 2021, 10, e262.

The Expression of Resistance to Latent Stem Infection byDiaporthe toxicain Narrow-Leafed Lupin. 9.9 21
Phytopathology, 1996, 86, 692. :

Delayed water loss and temperature rise in floral buds compared with leaves of Brassica rapa
subjected to a transient water stress during reproductive development. Functional Plant Biology,
2013, 40, 690.

A High-Density Genetic Map of an Allohexaploid Brassica Doubled Haploid Population Reveals

Quantitative Trait Loci for Pollen Viability and Fertility. Frontiers in Plant Science, 2018, 9, 1161. 3.6 18

Heritability of resistance to brown spot and root rot of narrow-leafed lupins caused by Pleiochaeta
setosa (Kirchn.) Hughes in field experiments. Plant Breeding, 1997, 116, 341-345.

Significant reduction of fungal disease symptoms in transgenic lupin (<i>Lupinus angustifolius</i>) 8.3 17
expressing the antid€apoptotic baculovirus gene <i>p35 <%i>. Plant Biotechnology Journal, 2009, 7, 778-790. )

Can genomics assist the phenological adaptation of canola to new and changing environments?. Crop
and Pasture Science, 2016, 67, 284.

Rapid delivery systems for future food security. Nature Biotechnology, 2021, 39, 1179-1181. 17.5 17

The leaf infection process and resistance to Pleiochaeta setosa in three lupin species. Australian

Journal of Agricultural Research, 1996, 47, 787.

Prospects and challenges for genome-wide association and genomic selection in oilseed Brassica
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Lupinus pilosus. Plant Breeding, 1996, 115, 16-22.
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