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0.6 0

245 Whole Exome Sequencing Of Multiple Myeloma Reveals An Heterogeneous Clonal Architecture and
Genomic Evolution. Blood, 2013, 122, 399-399. 0.6 0

246 Cytogenetic and therapeutic characterization of primary plasma cell leukemia: the IFM experience.
Leukemia, 2012, 26, 158-159. 3.3 44

247 European Perspective on Multiple Myeloma Treatment Strategies: Update Following Recent
Congresses. Oncologist, 2012, 17, 592-606. 1.9 48

248
Long-Term Analysis of the IFM 99 Trials for Myeloma: Cytogenetic Abnormalities [t(4;14), del(17p), 1q
gains] Play a Major Role in Defining Long-Term Survival. Journal of Clinical Oncology, 2012, 30,
1949-1952.

0.8 198

249 Lenalidomide Maintenance after Stem-Cell Transplantation for Multiple Myeloma. New England
Journal of Medicine, 2012, 366, 1782-1791. 13.9 1,022
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