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31 Survival Strategies in Halophytes: Adaptation and Regulation. , 2021, , 1591-1612. 0
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40 Enhancing trehalose biosynthesis improves yield potential in marker-free transgenic rice under
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43 Mitigating the impact of climate change on plant productivity and ecosystem sustainability. Journal of
Experimental Botany, 2020, 71, 451-456. 4.8 120

44
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Pitchers of Nepenthes khasiana express several digestive-enzyme encoding genes, harbor mostly fungi
and probably evolved through changes in the expression of leaf polarity genes. BMC Plant Biology,
2020, 20, 524.
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in Nepenthes khasiana. Scientific Reports, 2019, 9, 6318. 3.3 10
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Chemistry, 2018, 293, 5035-5043. 3.4 43

70 Photosynthesis and salinity: are these mutually exclusive?. Photosynthetica, 2018, 56, 366-381. 1.7 61

71 Rice intermediate filament, OsIF, stabilizes photosynthetic machinery and yield under salinity and heat
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72 Manipulation of glyoxalase pathway confers tolerance to multiple stresses in rice. Plant, Cell and
Environment, 2018, 41, 1186-1200. 5.7 95
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Comparative transcriptome and metabolome analysis suggests bottlenecks that limit seed and oil
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in the nucleus. Plant Journal, 2017, 89, 565-576. 5.7 36

87
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144 Clustered metallothionein genes are co-regulated in rice and ectopic expression of OsMT1e-Pconfers
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Plant Methods, 2011, 7, 49. 4.3 136

150 Genome-wide analysis of rice and Arabidopsis identifies two glyoxalase genes that are highly expressed
in abiotic stresses. Functional and Integrative Genomics, 2011, 11, 293-305. 3.5 146

151 Developmental changes in storage proteins and peptidyl prolyl cisâ€“trans isomerase activity in grains
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2011, 6, 393-399.
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153
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154 Genome wide expression analysis of CBS domain containing proteins in Arabidopsis thaliana (L.) Heynh
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155
Transcriptome map for seedling stage specific salinity stress response indicates a specific set of genes
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167 Whole-Genome Analysis of Oryza sativa Reveals Similar Architecture of Two-Component Signaling
Machinery with Arabidopsis. Plant Physiology, 2006, 142, 380-397. 4.8 130

168 Molecular Marker Based Coefficient of Parentage Analysis for Establishing Distinctness in Indian Rice
(Oryza sativa L) Varieties. Journal of Plant Biochemistry and Biotechnology, 2005, 14, 135-139. 1.7 1
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