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37 Halophytes As Bioenergy Crops. Frontiers in Plant Science, 2016, 7, 1372. 3.6 68

38 Membrane dynamics during individual and combined abiotic stresses in plants and tools to study the
same. Physiologia Plantarum, 2021, 171, 653-676. 5.2 68

39 Genomics Approaches For Improving Salinity Stress Tolerance in Crop Plants. Current Genomics, 2016,
17, 343-357. 1.6 66

40 Photosynthesis and salinity: are these mutually exclusive?. Photosynthetica, 2018, 56, 366-381. 1.7 61

41
Deciphering the Role of Trehalose in Tripartite Symbiosis Among Rhizobia, Arbuscular Mycorrhizal
Fungi, and Legumes for Enhancing Abiotic Stress Tolerance in Crop Plants. Frontiers in Microbiology,
2020, 11, 509919.

3.5 55

42
Heterologous Expression of a Salinity and Developmentally Regulated Rice Cyclophilin Gene (OsCyp2)
in E. coli and S. cerevisiae Confers Tolerance Towards Multiple Abiotic Stresses. Molecular
Biotechnology, 2009, 42, 195-204.

2.4 53

43 Transcriptome profiling of Camelina sativa to identify genes involved in triacylglycerol biosynthesis
and accumulation in the developing seeds. Biotechnology for Biofuels, 2016, 9, 136. 6.2 53

44 Proteomics of contrasting rice genotypes: Identification of potential targets for raising crops for
saline environment. Plant, Cell and Environment, 2018, 41, 947-969. 5.7 51

45 Silicon-mediated abiotic and biotic stress mitigation in plants: Underlying mechanisms and potential
for stress resilient agriculture. Plant Physiology and Biochemistry, 2021, 163, 15-25. 5.8 51

46 Histidine kinase and response regulator genes as they relate to salinity tolerance in rice. Functional
and Integrative Genomics, 2009, 9, 411-417. 3.5 50

47 A unique bZIP transcription factor imparting multiple stress tolerance in Rice. Rice, 2019, 12, 58. 4.0 50

48 Rice intermediate filament, OsIF, stabilizes photosynthetic machinery and yield under salinity and heat
stress. Scientific Reports, 2018, 8, 4072. 3.3 49

49
Functional screening of cDNA library from a salt tolerant rice genotype Pokkali identifies
mannose-1-phosphate guanyl transferase gene (OsMPG1) as a key member of salinity stress response.
Plant Molecular Biology, 2012, 79, 555-568.

3.9 47

50 Narrowing down the targets for yield improvement in rice under normal and abiotic stress
conditions via expression profiling of yield-related genes. Rice, 2012, 5, 37. 4.0 45

51 De Novo Assembly and Characterization of Stress Transcriptome in a Salinity-Tolerant Variety CS52 of
Brassica juncea. PLoS ONE, 2015, 10, e0126783. 2.5 45

52 Histone chaperones in Arabidopsis and rice: genome-wide identification, phylogeny, architecture and
transcriptional regulation. BMC Plant Biology, 2015, 15, 42. 3.6 44

53 A NAP-Family Histone Chaperone Functions in Abiotic Stress Response and Adaptation. Plant
Physiology, 2016, 171, 2854-2868. 4.8 44

54 Engineering abiotic stress response in plants for biomass production. Journal of Biological
Chemistry, 2018, 293, 5035-5043. 3.4 43



5

Ashwani Pareek

# Article IF Citations
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