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15 Genome-wide association study identifies eight risk loci and implicates metabo-psychiatric origins for
anorexia nervosa. Nature Genetics, 2019, 51, 1207-1214. 21.4 641

16 Large-scale cis- and trans-eQTL analyses identify thousands of genetic loci and polygenic scores that
regulate blood gene expression. Nature Genetics, 2021, 53, 1300-1310. 21.4 590
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32 Identification of context-dependent expression quantitative trait loci in whole blood. Nature
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Nature Communications, 2016, 7, 11115. 12.8 299
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2.6 258
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Efficacy and toxicity of methotrexate in early rheumatoid arthritis are associated with
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