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Drosophila functional screening of de novo variants in autism uncovers damaging variants and
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conventional genomic testing. Journal of Clinical Investigation, 2021, 131, . 8.2 87
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De novo EIF2AK1 and EIF2AK2 Variants Are Associated with Developmental Delay, Leukoencephalopathy,
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&lt;em&gt;Drosophila&lt;lem&gt;. Journal of Visualized Experiments, 2019, , . 0.3 34

De Novo Pathogenic Variants in N-cadherin Cause a Syndromic Neurodevelopmental Disorder with
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Building dialogues between clinical and biomedical research through cross-species collaborations.
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MeCP2: only 100% will do. Nature Neuroscience, 2012, 15, 176-177. 14.8 59
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