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Enhancer viruses for combinatorial cell-subclass-specific labeling. Neuron, 2021, 109, 1449-1464.e13.

Functional enhancer elements drive subclass-selective expression from mouse to primate neocortex.

Cell Reports, 2021, 34, 108754 6.4 88

Signature morpho-electric, transcriptomic, and dendritic properties of human layer 5 neocortical
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