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Ecdysozoan Mitogenomics: Evidence for a Common Origin of the Legged Invertebrates, the

Panarthropoda. Genome Biology and Evolution, 2010, 2, 425-440. 2:5 154

Parallel Loss of Nuclear-Encoded Mitochondrial Aminoacyl-tRNA Synthetases and mtDNA-Encoded
tRNAs in Cnidaria. Molecular Biology and Evolution, 2010, 27, 2216-2219.
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