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Reactive nitrogen restructures and weakens microbial controls of soil N2O emissions.
Communications Biology, 2022, 5, 273.

Minimizing tillage modifies fungal denitrifier communities, increases denitrification rates and
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Biochemistry, 2022, 170, 108718.

Assessing costs and benefits of improved soil quality management in remediation projects: A study of
an urban site contaminated with PAH and metals. Science of the Total Environment, 2020, 707, 135582.

Habitat diversity and type govern potential nitrogen loss by denitrification in coastal sediments and
differences in ecosystem-level diversities of disparate N20 reducing communities. FEMS Microbiology 2.7 5
Ecology, 2020, 96, .

Denitrification rates in lake sediments of mountains affected by high atmospheric nitrogen
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Biology and Biochemistry, 2019, 137, 107547.

The DNRA-Denitrification Dichotomy Differentiates Nitrogen Transformation Pathways in Mountain
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Geospatial variation in cod€eccurrence networks of nitrifying microbial guilds. Molecular Ecology, 3.9 50
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Expression of nirK and nirS genes in two strains of Pseudomonas stutzeri harbouring both types of
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Spatial and phyloecological analyses of nosZ genes underscore niche differentiation amongst

terrestrial N20 reducing communities. Soil Biology and Biochemistry, 2017, 115, 82-91. 8.8 52

Intercropping affects genetic potential for inorganic nitrogen cycling by root-associated
microorganisms in Medicago sativa and Dactylis glomerata. Applied Soil Ecology, 2017, 119, 260-266.

Habitat partitioning of marine benthic denitrifier communities in response to oxygen availability.

Environmental Microbiology Reports, 2016, 8, 486-492. 2.4 42

Design and evaluation of primers targeting genes encoding NO-forming nitrite reductases:
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Soil type overrides plant effect on genetic and enzymatic N20O production potential in arable soils. 8.8 a7
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Intergenomic Comparisons Highlight Modularity of the Denitrification Pathway and Underpin the
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The unaccounted yet abundant nitrous oxide-reducing microbial community: a potential nitrous oxide 0.8 599
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Importance of denitrifiers lacking the genes encoding the nitrous oxide reductase for N20O emissions o5 300
from soil. Global Change Biology, 2011, 17, 1497-1504. )
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training. Equine Veterinary Journal, 2009, 41, 908-914.

Phylogenetic Analysis of Nitrite, Nitric Oxide, and Nitrous Oxide Respiratory Enzymes Reveal a Complex
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