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Genome-wide meta-analysis associates HLA-DQA1/DRB1 and LPA and lifestyle factors with human

longevity. Nature Communications, 2017, 8, 910. 12.8 118

Genomed€wide association uncovers shared genetic effects among personality traits and mood states.
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Genetic variants linked to education predict longevity. Proceedings of the National Academy of 71 110
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GLRB allelic variation associated with agoraphobic cognitions, increased startle response and fear
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Genome-wide association study yields variants at 20p12.2 that associate with urinary bladder cancer.
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Integrating Metabolomics, Genomics, and Disease Pathways in Age-Related Macular Degeneration.
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Serum Hepcidin Is Associated With Presence of Plaque in Postmenopausal Women of a General
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Non-Syndromic Cleft Lip with or without Cleft Palate: Genome-Wide Association Study in Europeans
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Implicit stigmatization-related biases in individuals with skin conditions and their significant others.. 16 2
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Semi-Quantitative Multiplex Profiling of the Complement System Identifies Associations of
Complement Proteins with Genetic Variants and Metabolites in Age-Related Macular Degeneration. 2.5 5
Journal of Personalized Medicine, 2021, 11, 1256.

Meta-analysis of the DRD5 VNTR in persistent ADHD. European Neuropsychopharmacology, 2016, 26,
1527-1532.

Measurement and genetic architecture of lifetime depression in the Netherlands as assessed by LIDAS
(Lifetime Depression Assessment Self-report). Psychological Medicine, 2020, , 1-10.

Transferrin Saturation/HeEcidin Ratio Discriminates TMPRSS6-Related Iron Refractory Iron Deficiency
Anemia from Patients with Multi-Causal Iron Deficiency Anemia. International Journal of Molecular
Sciences, 2022, 23, 1917.

Exome ChiF association study excluded the involvement of rare coding variants with large effect sizes 05 3
o .

in the etiology of anorectal malformations. PLoS ONE, 2019, 14, e0217477.

Meta-CWAS and Meta-Analysis of Exome Array Studies Do Not Reveal Genetic Determinants of Serum

Hepcidin. PLoS ONE, 2016, 11, e0166628.

Underestimation of hepcidin concentration by time of flight mass spectrometry and competitive ELISA

in hepcidin p.Gly71Asp heterozygotes. Clinical Chemistry and Laboratory Medicine, 2016, 54, e173-6. 23 0



