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Arabidopsis HAF2 Gene Encoding TATA-binding Protein (TBP)-associated Factor TAF1, Is Required to
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Wheat chromatin architecture is organized in genome territories and transcription factories. 8.8 99
Genome Biology, 2020, 21, 104. :
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Chromatin meets the cell cycle. Journal of Experimental Botany, 2014, 65, 2677-2689.
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