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Recombination suppression and evolutionary strata around matingâ€•type loci in fungi: documenting
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10 Europe as a bridgehead in the worldwide invasion history of grapevine downy mildew, Plasmopara
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Strong effect of Penicillium roqueforti populations on volatile and metabolic compounds
responsible for aromas, flavor and texture in blue cheeses. International Journal of Food
Microbiology, 2021, 354, 109174.
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The integrative taxonomy of <i> Beauveria</i> <i> asiatica</i> and <i> B. bassiana</i> species complexes
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16 Identification of the First Oomycete Mating-type Locus Sequence in the Grapevine Downy Mildew
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17 Threat to Asian wild apple trees posed by gene flow from domesticated apple trees and their â€œpestifiedâ€•
pathogens. Molecular Ecology, 2020, 29, 4925-4941. 2.0 9

18 Domestication of the Emblematic White Cheese-Making Fungus Penicillium camemberti and Its
Diversification into Two Varieties. Current Biology, 2020, 30, 4441-4453.e4. 1.8 58
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19 Antherâ€•smut fungi from more contaminated sites in Chernobyl show lower infection ability and lower
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Congruent population genetic structures and divergence histories in antherâ€•smut fungi and their
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24 Little Evidence of Antagonistic Selection in the Evolutionary Strata of Fungal Mating-Type
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Understanding Adaptation, Coevolution, Host Specialization, and Mating System in Castrating
Anther-Smut Fungi by Combining Population and Comparative Genomics. Annual Review of
Phytopathology, 2019, 57, 431-457.
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26 The complex evolutionary history of apricots: Species divergence, gene flow and multiple
domestication events. Molecular Ecology, 2019, 28, 5299-5314. 2.0 41

27 Population genomics revealed cryptic species within host-specific zombie-ant fungi (Ophiocordyceps) Tj ET
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28 Convergent recombination cessation between mating-type genes and centromeres in selfing
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29 Sympatry and interference of divergent Microbotryum pathogen species. Ecology and Evolution, 2019,
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30 Cause and Effectors: Whole-Genome Comparisons Reveal Shared but Rapidly Evolving Effector Sets
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32 Multiple convergent supergene evolution events in mating-type chromosomes. Nature
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enterotoxins in coâ€•evolution and host specificity. Molecular Ecology, 2018, 27, 3582-3598. 2.0 22

34 Coâ€•occurrence among three divergent plantâ€•castrating fungi in the same <i>Silene</i> host species.
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35 Gene Presenceâ€“Absence Polymorphism in Castrating Anther-Smut Fungi: Recent Gene Gains and
Phylogeographic Structure. Genome Biology and Evolution, 2018, 10, 1298-1314. 1.1 23
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49 Strong phylogeographic coâ€•structure between the antherâ€•smut fungus and its white campion host.
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83 Allee effects in ants. Journal of Animal Ecology, 2013, 82, 956-965. 1.3 37
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