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6 Long rDNA amplicon sequencing of insect-infecting nephridiophagids reveals their affiliation to the
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Metabolic Potential for Reductive Acetogenesis and a Novel Energy-Converting [NiFe] Hydrogenase in
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10 Phylogenomic analysis of 589 metagenome-assembled genomes encompassing all major prokaryotic
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11 Novel Lineages of Oxymonad Flagellates from the Termite Porotermes adamsoni (Stolotermitidae): the
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14 Rampant Host Switching Shaped the Termite Gut Microbiome. Current Biology, 2018, 28, 649-654.e2. 1.8 101
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Ereboglobus luteus gen. nov. sp. nov. from cockroach guts, and new insights into the oxygen
relationship of the genera Opitutus and Didymococcus ( Verrucomicrobia : Opitutaceae ). Systematic
and Applied Microbiology, 2018, 41, 101-112.
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Fiber-associated spirochetes are major agents of hemicellulose degradation in the hindgut of
wood-feeding higher termites. Proceedings of the National Academy of Sciences of the United States
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20 The complete mitochondrial genomes of the higher termitesLabiotermes labralisandEmbiratermes
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21 Ectosymbiotic <i>Endomicrobia</i> â€“ a transition stage towards intracellular symbionts?.
Environmental Microbiology Reports, 2017, 9, 474-476. 1.0 2
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Highâ€•resolution phylogenetic analysis of <i>Endomicrobia</i> reveals multiple acquisitions of
endosymbiotic lineages by termite gut flagellates. Environmental Microbiology Reports, 2017, 9,
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23 Genome Analysis of Endomicrobium proavitum Suggests Loss and Gain of Relevant Functions during
the Evolution of Intracellular Symbionts. Applied and Environmental Microbiology, 2017, 83, . 1.4 17

24 Microenvironmental heterogeneity of gut compartments drives bacterial community structure in
wood- and humus-feeding higher termites. FEMS Microbiology Ecology, 2017, 93, fiw210. 1.3 59
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termite <scp><i>O</i></scp><i>dontotermes formosanus</i>. Environmental Microbiology, 2016, 18,
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â€˜<i>Candidatus</i> Adiutrix intracellularisâ€™, an endosymbiont of termite gut flagellates, is the first
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36 Diet is the primary determinant of bacterial community structure in the guts of higher termites.
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(<scp><i>N</i></scp><i>asutitermes</i> spp.). Environmental Microbiology, 2014, 16, 2711-2722. 1.8 57

45
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Phylogeny and Ultrastructure of Oxymonas jouteli, a Rostellum-free Species, and Opisthomitus
longiflagellatus sp. nov., Oxymonadid Flagellates from the Gut of Neotermes jouteli. Protist, 2014, 165,
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47 The Cockroach Origin of the Termite Gut Microbiota: Patterns in Bacterial Community Structure
Reflect Major Evolutionary Events. Applied and Environmental Microbiology, 2014, 80, 2261-2269. 1.4 229

48 Pyrotag Sequencing of the Gut Microbiota of the Cockroach Shelfordella lateralis Reveals a Highly
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Compartmentation of the Gut in Wood-Feeding Higher Termites (Nasutitermes spp.). Applied and
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