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An Ancient Baboon Genome Demonstrates Long-Term Population Continuity in Southern Africa.
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ZRANB3 is an African-specific type 2 diabetes locus associated with beta-cell mass and insulin response.
Nature Communications, 2019, 10, 3195.

Uganda Genome Resource Enables Insights into Population History and Genomic Discovery in Africa. 28.9 152
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The ferroportin Q248H mutation protects from anemia, but not malaria or bacteremia. Science
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Genome-wide association study of type 2 diabetes in Africa. Diabetologia, 2019, 62, 1204-1211. 6.3 56
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Evaluating the Impact of Functional Genetic Variation on HIV-1 Control. Journal of Infectious Diseases,
2017, 216, 1063-1069.

Whole-genome association study of antibody response to Epstein-Barr virus in an African population:
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Open-source electronic data capture system offered increased accuracy and cost-effectiveness
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Does temporal and spatial segregation explain the complex population structure of humpback whales
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Global diversity and oceanic divergence of humpback whales (<i>Megaptera novaeangliae</i>). 26 66
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The Association Between Circulating Lipoprotein(a) and Type 2 Diabetes: Is It Causal?. Diabetes, 2014, 63,
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The World's Most Isolated and Distinct Whale Population? Humpback Whales of the Arabian Sea. PLoS
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Discovery and refinement of loci associated with lipid levels. Nature Genetics, 2013, 45, 1274-1283.

Common variants associated with plasma triglycerides and risk for coronary artery disease. Nature 914 754
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