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Identification of 12 new susceptibility loci for different histotypes of epithelial ovarian cancer.
Nature Genetics, 2017, 49, 680-691.

Cancer Risks Associated With Germline <i>PALB2<[i> Pathogenic Variants: An International Study of 16 270
524 Families. Journal of Clinical Oncology, 2020, 38, 674-685. :

Genome-wide association study identifies 32 novel breast cancer susceptibility loci from overall and
subtype-specific analyses. Nature Genetics, 2020, 52, 572-581.

Mutational spectrum in a worldwide study of 29,700 families 05 294
with<i>BRCA1<[i>or<i>BRCA2</i>mutations. Human Mutation, 2018, 39, 593-620. :

Prediction of Breast and Prostate Cancer Risks in Male <i>BRCA1<[i> and <i>BRCA2<[i> Mutation
Carriers Using Polygenic Risk Scores. Journal of Clinical Oncology, 2017, 35, 2240-2250.

Fine-mapping of 150 breast cancer risk regions identifies 191 likely target genes. Nature Genetics, 2020,

52,56-73. 21.4 120

Ovarian and Breast Cancer Risks Associated With Pathogenic Variants in <i>RAD51C«<[i> and
<i>RAD51D«<[i>. Journal of the National Cancer Institute, 2020, 112, 1242-1250.

Genome-wide association and transcriptome studies identify target genes and risk loci for breast

cancer. Nature Communications, 2019, 10, 1741. 12.8 20

Cancer Risks Associated With <i>BRCA1</[i> and <i>BRCA2<[i> Pathogenic Variants. Journal of Clinical
Oncology, 2022, 40, 1529-1541.

Shared heritability and functional enrichment across six solid cancers. Nature Communications, 2019,
10, 431. 2.8 88

Polygenic risk scores and breast and epithelial ovarian cancer risks for carriers of BRCA1 and BRCA2
pathogenic variants. Genetics in Medicine, 2020, 22, 1653-1666.

A Transcriptome-Wide Association Study Among 97,898 Women to Identify Candidate Susceptibility

Genes for Epithelial Ovarian Cancer Risk. Cancer Research, 2018, 78, 5419-5430. 0.9 54

Characterization of the Cancer Spectrum in Men With
Germline<i>BRCA1</i>and<i>BRCA2«[i>Pathogenic Variants. JAMA Oncology, 2020, 6, 1218.

Association of Genomic Domains in <i>BRCAl<[i> and <i>BRCA2<[i> with Prostate Cancer Risk and

Aggressiveness. Cancer Research, 2020, 80, 624-638. 0.9 39

Evaluation of polygenic risk scores for ovarian cancer risk prediction in a prospective cohort study.
Journal of Medical Genetics, 2018, 55, 546-554.

The spectrum of <i>BRCA1</[i> and <i>BRCA2<[i> pathogenic sequence variants in Middle Eastern, North

African, and South European countries. Human Mutation, 2019, 40, el-e23. 2:5 34

Comprehensive epithelial tubo-ovarian cancer risk prediction model incorporating genetic and

epidemiological risk factors. Journal of Medical Genetics, 2022, 59, 632-643.

Transcriptome&€wide association study of breast cancer risk by estrogena€receptor status. Genetic

Epidemiology, 2020, 44, 442-468. 13 82
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Height and Body Mass Index as Modifiers of Breast Cancer Risk in <i>BRCA1<[i>[<i>2<[i> Mutation

Carriers: A Mendelian Randomization Study. Journal of the National Cancer Institute, 2019, 111, 350-364.

The FANCM:p.Arg658* truncating variant is associated with risk of triple-negative breast cancer. Npj 5.9 28
Breast Cancer, 2019, 5, 38. :

Homeobox B13 G84E Mutation and Prostate Cancer Risk. European Urology, 2019, 75, 834-845.

Polygenic risk modeling for prediction of epithelial ovarian cancer risk. European Journal of Human 28 23
Genetics, 2022, 30, 349-362. )

Mendelian randomisation study of height and body mass index as modifiers of ovarian cancer risk in
22,588 BRCA1 and BRCA2 mutation carriers. British Journal of Cancer, 2019, 121, 180-192.

A case-only study to identify genetic modifiers of breast cancer risk for BRCA1/BRCA2 mutation

carriers. Nature Communications, 2021, 12, 1078. 12.8 19

Breast and Prostate Cancer Risks for Male<i>BRCA1</i>and<i>BRCA2</i>Pathogenic Variant Carriers
Using Polygenic Risk Scores. Journal of the National Cancer Institute, 2022, 114, 109-122.

Association of breast cancer risk in BRCAL and BRCA2 mutation carriers with genetic variants
showing differential allelic expression: identification of a modifier of breast cancer risk at locus 2.5 18
11q22.3. Breast Cancer Research and Treatment, 2017, 161, 117-134.

The predictive ability of the 313 varianta€“based polygenic risk score for contralateral breast cancer
risk prediction in women of European ancestry with a heterozygous BRCA1 or BRCA2 pathogenic
variant. Genetics in Medicine, 2021, 23, 1726-1737.

Risks of breast and ovarian cancer for women harboring pathogenic missense variants in BRCA1 and
BRCA2 compared with those harboring protein truncating variants. Genetics in Medicine, 2022, 24, 2.4 10
119-129.

Association of germline variation with the survival of women with BRCA1/2 pathogenic variants and

breast cancer. Npj Breast Cancer, 2020, 6, 44.




