
Jian-Min Chen

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/3556310/publications.pdf

Version: 2024-02-01

166

papers

7,505

citations

47

h-index

47006

80

g-index

62596

183

all docs

183

docs citations

183

times ranked

8173

citing authors



Jian-Min Chen

2

# Article IF Citations
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15 Splicing Outcomes of 5â€² Splice Site GT&gt;GC Variants That Generate Wild-Type Transcripts Differ
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Effect of Low Dietary Vitamin D Fed Prior to and During Pregnancy and Lactation on Maternal Bone
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17 Asian Population Is More Prone to Develop High-Risk Myelodysplastic Syndrome, Concordantly with
Their Propensity to Exhibit High-Risk Cytogenetic Aberrations. Cancers, 2021, 13, 481. 3.7 22

18 No Convincing Evidence to Support a Bimodal Age of Onset in Idiopathic Chronic Pancreatitis. Clinical
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24 Role of the Common PRSS1-PRSS2 Haplotype in Alcoholic and Non-Alcoholic Chronic Pancreatitis:
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27 5â€² splice site GC&gt;GT and GT&gt;GC variants differ markedly in terms of their functionality and
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Identification and functional characterization of a novel heterozygous missense variant in the
<i>LPL</i> associated with recurrent hypertriglyceridemiaâ€•induced acute pancreatitis in pregnancy.
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29 Characterization of CEL-DUP2: Complete duplication of the carboxyl ester lipase gene is unlikely to
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Identification of a novel and heterozygous LMF1 nonsense mutation in an acute pancreatitis patient
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35 Toward a clinical diagnostic pipeline for SPINK1 intronic variants. Human Genomics, 2019, 13, 8. 2.9 8

36 Protease-Sensitive Pancreatic Lipase Variants Are Associated With Early Onset Chronic Pancreatitis.
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Pregnancy after In Vitro Fertilization. Journal of Minimally Invasive Gynecology, 2018, 25, 1080-1087. 0.6 9
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the<i>SPINK1</i>gene. Human Mutation, 2017, 38, 1660-1665. 2.5 24
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Incidence of Interstitial Pregnancy After InÂ Vitro Fertilization/Embryo Transfer and the Outcome of a
ConsecutiveÂ Series of 38 Cases Managed by Laparoscopic Cornuostomy or Cornual Repair. Journal of
Minimally Invasive Gynecology, 2016, 23, 739-747.

0.6 32
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of Their Pathogenic Molecular Mechanisms. Pancreas, 2015, 44, 999-1001. 1.1 2
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