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An NPF transporter exports a central monoterpene indole alkaloid intermediate from the vacuole.
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Mixtures of plant secondary metabolites. , 2012, , 56-77.
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<i>Arabidopsis thaliana</i> transcription factors <i>MYB28</[i> and <i>MYB29</i> shape ammonium
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Function in Unconventional Secretion in Plants. Traffic, 2014, 15, 1219-1234.
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Copper toxicity affects indolic glucosinolates and gene expression of key enzymes for their
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