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Combined molecular subtyping, grading, and segmentation of glioma using multi-task deep learning.
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Temozolomide and Radiotherapy versus Radiotherapy Alone in Patients with Glioblastoma,
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Comparison of variant allele frequency and number of mutant molecules as units of measurement for
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Anatomie Und Physiologie Und Fur Klinische Medizin, 2021, 478, 379-380.

Non-IDH1-R132H IDH1/2 mutations are associated with increased DNA methylation and improved survival
in astrocytomas, compared to IDH1-R132H mutations. Acta Neuropathologica, 2021, 141, 945-957.

Prognostic significance of genome-wide DNA methylation profiles within the randomized, phase 3,

EORTC CATNON trial on non-1p/19q deleted anaplastic glioma. Neuro-Oncology, 2021, 23, 1547-1559. 1.2 34

Molecular Genetics of Conjunctival Melanoma and Prognostic Value of TERT Promoter Mutation
Analysis. International Journal of Molecular Sciences, 2021, 22, 5784.

Overcoming Acquired Resistance Mutation MET D1228N to Crizotinib With Cabozantinib in NSCLC With 2.0 .
MET Exon 14 Skipping Mutation. JCO Precision Oncology, 2021, 5, 849-853. )

Adjuvant and concurrent temozolomide for 1p/19q non-co-deleted anaplastic glioma (CATNON; EORTC) Tj ETQq1 1 0.784314 rgBT
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Oncology, The, 2021, 22, 813-823.

Clinical Validation of Whole Genome Sequencing for Cancer Diagnostics. Journal of Molecular 0.8 a7
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The Erasmus Glioma Database (EGD): Structural MRI scans, WHO 2016 subtypes, and segmentations of

774 patients with glioma. Data in Brief, 2021, 37, 107191. 1.0 13

Gynecological Surveillance and Surgery Outcomes in Dutch Lynch Syndrome Carriers. Cancers, 2021,
13, 459.

Ind€depth molecular analysis of combined and cod€primary pulmonary large cell neuroendocrine
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Survival of diffuse astrocytic glioma, IDH1/2 wildtype, with molecular features of glioblastoma, WHO

grade IV: a confirmation of the cIMPACT-NOW criteria. Neuro-Oncology, 2020, 22, 515-523.

Plasma Predictive Features in Treating EGFR-Mutated Non-Small Cell Lung Cancer. Cancers, 2020, 12, 3.7 1
3179. :
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Topographical Mapping of 436 Newly Diagnosed IDH Wildtype Glioblastoma With vs. Without MGMT
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TP53 Mutations in Serum Circulating Cell-Free Tumor DNA As Longitudinal Biomarker for High-Grade
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Impact of panel design and cut-off on tumour mutational burden assessment in metastatic solid
tumour samples. British Journal of Cancer, 2020, 122, 953-956.

MET immunochemistry: a reliable screening tool for MET exon 14 skipping mutations in non-small cell
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Differences in spatial distribution between WHO 2016 low-grade glioma molecular subgroups.
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Predicting the 1p/19q Codeletion Status of Presumed Low-Grade Glioma with an Externally Validated
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Response to: An immunohistochemical approach to detect oncogenic CTNNB1 mutations in primary
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Prognostic relevance of mutations and copy number alterations assessed with targeted next
generation sequencing in IDH mutant grade Il glioma. Journal of Neuro-Oncology, 2018, 139, 349-357.

A novel tissued€based AYa€eatenin gene and immunohistochemical analysis to exclude familial adenomatous

polyposis among children with hepatoblastoma tumors. Pediatric Blood and Cancer, 2018, 65, e26991. L5 17
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The impact of surgery in molecularly defined low-grade glioma: an integrated clinical, radiological,
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Clinical evaluation of a dedicated next generation sequencing panel for routine glioma diagnostics.
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Multicenter Evaluation of the Idylla NRAS-BRAF Mutation Test in Metastatic Colorectal Cancer.
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Molecular and clinical heterogeneity of adult diffuse low-grade IDH wild-type gliomas: assessment of

TERT promoter mutation and chromosome 7 and 10 copy number status allows superior prognostic
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