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Disease Modeling with Human Neurons Reveals LMNB1 Dysregulation Underlying DYT1 Dystonia. p 39
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Nucleocytoplasmic Transport: Regulatory Mechanisms and the Implications in Neurodegeneration.
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Yeast Elc1 plays an important role in global genomic repair but not in transcription coupled repair.
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Yeast Elc1 plays an important role in global genomic repair but not in transcription coupled repair.
FASEB Journal, 2009, 23, 836.4.

Spt4 and Spt5 cooperatively suppress transcription coupled DNA repair through binding to RNA
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