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Up-Regulating <i>Ehd1<[i> A A. Plant Physiology, 2008, 148, 1425-1435.

<i>Ehd3<[i>, encoding a plant homeodomain fingera€eontaining protein, is a critical promoter of rice
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Natural Variation in Hd17, a Homolog of Arabidopsis ELF3 That is Involved in Rice Photoperiodic
Flowering. Plant and Cell Physiology, 2012, 53, 709-716.
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Ef7 Encodes an ELF3-like Protein and Promotes Rice Flowering by Negatively Regulating the Floral
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Genetic control of flowering time in rice: integration of Mendelian genetics and genomics.
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Natural Variation of the RICE FLOWERING LOCUS T 1 Contributes to Flowering Time Divergence in Rice.
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Novel QTLs for photoperiodic flowering revealed by using reciprocal backcross inbred lines from

crosses between japonica rice cultivars. Theoretical and Applied Genetics, 2008, 117, 935-945. 3.6 79

Development of Chromosome Segment Substitution Lines Derived from Backcross between indica
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Detection of quantitative trait loci controlling pre-harvest sprouting resistance by using
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Asian rice cultivars. Theoretical and Applied Genetics, 2011, 122, 1199-1210.

Cloning of quantitative trait genes from rice reveals conservation and divergence of photoperiod

flowering pathways in Arabidopsis and rice. Frontiers in Plant Science, 2014, 5, 193. 3.6 59

Advanced backcross QTL analysis reveals complicated genetic control of rice grain shape in a
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The Evolution of Sex-Independent Transmission Ratio Distortion Involving Multiple Allelic
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Identification and linkage mapping of complementary recessive genes causing hybrid breakdown in an
intraspecific rice cross. Theoretical and Applied Genetics, 2007, 115, 179-186.

Genetic architecture of variation in heading date among Asian rice accessions. BMC Plant Biology, p 43
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Diversification in flowering time due to tandem <i>FT&€kke<[i> gene duplication, generating novel

Mendelian factors in wild and cultivated rice. Molecular Ecology, 2009, 18, 1537-1549.

A Gene Block Causing Cross-Incompatibility Hidden in Wild and Cultivated Rice. Genetics, 2003, 165,
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Complex genetic nature of sex-independent transmission ratio distortion in Asian rice species: the

involvement of unlinked modifiers and sex-specific mechanisms. Heredity, 2012, 108, 242-247.

Genomic regions involved in yield potential detected by genome-wide association analysis in Japanese

high-yielding rice cultivars. BMC Genomics, 2014, 15, 346. 2.8 29

Epistasis among the three major flowering time genes in rice: coordinate changes of photoperiod
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Multiple forms of T+-glucosidase in rice seeds (Oryza sativa L., var Nipponbare). Biochimie, 2007, 89, 49-62. 2.6 27
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Hybrid Breakdown Caused by Epistasis-Based Recessive Incompatibility in a Cross of Rice (Oryza sativa) Tj ETQql 10,784314,19BT /O
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Expression level of the sodium transporter gene <i>OsHKT2;1</i> determines sodium accumulation of
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Rice T+-glucosidase isozymes and isoforms showing different starch granules-binding and -degrading
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Genetic and Molecular Dissection of Flowering Time Control in Rice. , 2018, , 177-190. 7

Two loosely linked genes controlling the female specificity for cross-incompatibility in rice.
Euphytica, 2008, 164, 753-760.
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Mapping of QTLs associated with lodging resistance in rice (Oryza sativa L.) using the recombinant
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Evaluation of the genetic effect of nine yield-related alleles using near-isogenic lines in the genetic
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