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ARTICLE IF CITATIONS

MethCORR infers gene expression from DNA methylation and allows molecular analysis of ten
common cancer types using fresh-frozen and formalin-fixed paraffin-embedded tumor samples.
Clinical Epigenetics, 2021, 13, 20.

Enhanced Performance of DNA Methylation Markers by Simultaneous Measurement of Sense and

Antisense DNA Strands after Cytosine Conversion. Clinical Chemistry, 2020, 66, 925-933. 3.2 12

MethCORR modelling of methylomes from formalin-fixed paraffin-embedded tissue enables
characterization and prognostication of colorectal cancer. Nature Communications, 2020, 11, 2025.

Characterization of Eenetic intratumor heterogeneity in colorectal cancer and matching 46 49
patient&€eerived spheroid cultures. Molecular Oncology, 2018, 12, 132-147. ’

The non-coding variant rs1800734 enhances DCLK3 expression through long-range interaction and
promotes colorectal cancer progression. Nature Communications, 2017, 8, 14418.

An Optimized Shotgun Strategy for the Rapid Generation of Comprehensive Human Proteomes. Cell 6.2 413
Systems, 2017, 4, 587-599.e4. :

SNHG16 is regulated by the Wnt pathway in colorectal cancer and affects genes involved in lipid
metabolism. Molecular Oncology, 2016, 10, 1266-1282.

Cellular Disposal of miR23b by RAB27-Dependent Exosome Release Is Linked to Acquisition of Metastatic 0.9 237
Properties. Cancer Research, 2014, 74, 5758-5771. :

Putative cis-regulatory drivers in colorectal cancer. Nature, 2014, 512, 87-90.




