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Genetic variants in epitheliald€“mesenchymal transition genes as predictors of clinical outcomes in
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Nanotrap-enabled quantification of KRAS-induced peptide hydroxylation in blood for cancer early
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Breast Cancer Research and Treatment, 2019, 176, 687-696. ’

Soluble immune checkpoint-related proteins as predictors of tumor recurrence, survival, and T cell

phenotypes in clear cell renal cell carcinoma patients. , 2019, 7, 334.

The influence of obesity-related factors in the etiology of renal cell carcinomad€”A mendelian - 59
randomization study. PLoS Medicine, 2019, 16, e1002724. :
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Genetic associations of T cell cancer immune response with tumor aggressiveness in localized
prostate cancer patients and disease reclassification in an active surveillance cohort. 4.6 7
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Genetic variants in cytokine signaling pathways and clinical outcomes in early-stage lung cancer
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Hispanics in South Texas. Cancer Prevention Research, 2018, 11, 103-112. L5 19

Dietary patterns and risk of recurrence and progression in nond€muscle&€invasive bladder cancer.
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Serum miR-331-3p predicts tumor recurrence in esophageal adenocarcinoma. Scientific Reports, 2018, 8,
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Serum microRNAs as predictors of risk for non-muscle invasive bladder cancer. Oncotarget, 2018, 9,
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Associations of blood mitochondrial DNA copy number with social-demographics and cancer risk:
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Personalized Risk Assessment in Never, Light, and Heavy Smokers in a prospective cohort in Taiwan. 3.3 29
Scientific Reports, 2016, 6, 36482. :
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463 cases and 44 188 controls. Carcinogenesis, 2016, 37, 280-289. :

Pathway analysis of bladder cancer genome-wide association study identifies novel pathways involved
in bladder cancer development. Genes and Cancer, 2016, 7, 229-239.

Genetic variation in the TNF/TRAF2/ASK1/p38 kinase signaling pathway as markers for postoperative
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