
Kaisa KyÃ¶stilÃ¤

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/3374461/publications.pdf

Version: 2024-02-01

12

papers

203

citations

6

h-index

1478505

8

g-index

1588992

12

all docs

12

docs citations

12

times ranked

356

citing authors



Kaisa KyÃ¶stilÃ¤

2

# Article IF Citations

1 A SEL1L Mutation Links a Canine Progressive Early-Onset Cerebellar Ataxia to the Endoplasmic
Reticulumâ€“Associated Protein Degradation (ERAD) Machinery. PLoS Genetics, 2012, 8, e1002759. 3.5 52

2 A Missense Change in the ATG4D Gene Links Aberrant Autophagy to a Neurodegenerative Vacuolar
Storage Disease. PLoS Genetics, 2015, 11, e1005169. 3.5 48

3 Genetic Panel Screening of Nearly 100 Mutations Reveals New Insights into the Breed Distribution of
Risk Variants for Canine Hereditary Disorders. PLoS ONE, 2016, 11, e0161005. 2.5 43

4 Canine Chondrodysplasia Caused by a Truncating Mutation in Collagen-Binding Integrin Alpha Subunit
10. PLoS ONE, 2013, 8, e75621. 2.5 33

5 A homozygous missense variant in the alkaline phosphatase gene ALPL is associated with a severe form
of canine hypophosphatasia. Scientific Reports, 2019, 9, 973. 3.3 11

6 Characterisation of canine KCNIP4: A novel gene for cerebellar ataxia identified by whole-genome
sequencing two affected Norwegian Buhund dogs. PLoS Genetics, 2020, 16, e1008527. 3.5 10

7 Intronic variant in POU1F1 associated with canine pituitary dwarfism. Human Genetics, 2021, 140,
1553-1562. 3.8 4

8 Genomeâ€•wide association study in mice identifies loci affecting liverâ€•related phenotypes including Sel1l
influencing serum bile acids. Hepatology, 2016, 63, 1943-1956. 7.3 2

9 TSEN54 missense variant in Standard Schnauzers with leukodystrophy. , 2019, 15, e1008411. 0

10 TSEN54 missense variant in Standard Schnauzers with leukodystrophy. , 2019, 15, e1008411. 0

11 TSEN54 missense variant in Standard Schnauzers with leukodystrophy. , 2019, 15, e1008411. 0

12 TSEN54 missense variant in Standard Schnauzers with leukodystrophy. , 2019, 15, e1008411. 0


