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Quantitative Proteomics Analysis of Lytic KSHV Infection in Human Endothelial Cells Reveals Targets
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Stromal cell protein kinase C-12 inhibition enhances chemosensitivity in B cell malignancies and
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Antagonism of PP2A is an independent and conserved function of HIV-1 Vif and causes cell cycle arrest.
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Monocytes Latently Infected with Human Cytomegalovirus Evade Neutrophil Killing. IScience, 2019, 12,
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Interferon-Responsive Genes Are Targeted during the Establishment of Human Cytomegalovirus
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Regulation of Human 131" T Cells by BTN3A1 Protein Stability and ATP-Binding Cassette Transporters.
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A Mass Spectrometry-Based Approach for Mapping Protein Subcellular Localization Reveals the Spatial
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CMTM6 maintains the expression of PD-L1 and regulates anti-tumour immunity. Nature, 2017, 549, 101-105.
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