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146 Identification of two novel <scp>HLAâ€•DQB1</scp> alleles, <i><scp>HLAâ€•DQB1</scp>*03:164</i> and
<i><scp>HLAâ€•DQB1</scp>*03:165</i> in Chinese individuals. Hla, 2016, 88, 316-317. 0.4 4

147 A frame shift due to a twoâ€•nucleotide insertion results in the an <scp>HLA</scp>â€•B null allele,
<i>B*39:<scp>97N</scp></i>. Hla, 2016, 88, 312-313. 0.4 4

148 Identification of the novel <i><scp>HLA</scp>â€•B*52:01:27</i> allele by polymerase chain reaction
sequenceâ€•based typing. Hla, 2017, 89, 250-251. 0.4 4

149 Identification of the novel null allele, <i><scp>HLA</scp>â€•C*01:<scp>109N</scp></i>, using polymerase
chain reaction sequenceâ€•based typing in a Chinese leukemia patient. Hla, 2017, 89, 252-253. 0.4 4

150 A novel mutation in <i>A4GALT</i> was identified in a Chinese individual with p phenotype.
Transfusion, 2017, 57, 215-216. 0.8 4

151 The novel null allele, <i>HLAâ€•B*40:338N</i>, was identified in a Chinese leukemia patient. Hla, 2018, 91,
303-305. 0.4 4

152 Characterization of three new HLA Class I Alleles in Chinese individuals, HLAâ€•B*46:68,â€•B*46:71,â€•B*46:72.
International Journal of Immunogenetics, 2018, 45, 351-353. 0.8 4

153 Identification of the novel HLAâ€•C*04:286 allele by nextâ€•generation sequencing in a Chinese cord blood
donor. Hla, 2019, 94, 73-74. 0.4 4

154 Identification of the novel HLAâ€•C*03:365 allele in a Chinese bone marrow donor. Hla, 2019, 93, 231-232. 0.4 4

155 Identification of two novel HLAâ€•C alleles, <i>HLAâ€•C*07:02:92</i> and <i>HLAâ€•C*07:828</i> in Chinese
individuals. Hla, 2020, 96, 104-106. 0.4 4

156 Identification of the novel <i><scp>HLAâ€•DRB1</scp>*04:305</i> allele in a Chinese leukemia patient. Hla,
2021, 98, 180-182. 0.4 4

157 Six splice site variations, three of them novel, in the ABO gene occurring in nine individuals with ABO
subtypes. Journal of Translational Medicine, 2021, 19, 470. 1.8 4

158 Identification of the novel <scp>HLAâ€•C</scp>*07:976 allele by polymerase chain reaction sequenceâ€•based
typing. Hla, 2022, 99, 643-644. 0.4 4

159 <i><scp>HLAâ€•DRB1</scp>*15:01:43</i> and <i><scp>HLAâ€•DRB1</scp>*15:01:44</i> alleles were identified by
nextâ€•generation sequencing. Hla, 2022, 99, 664-666. 0.4 4

160 Characterization of the novel <i>HLAâ€•A*11:383N</i> and <i>HLAâ€•A*11:388N</i> alleles by nextâ€•generation
sequencing. Hla, 2022, 99, 374-375. 0.4 4

161 The novel <scp>HLAâ€•C</scp> allele, <scp><i>HLAâ€•C*03:537</i></scp> in a <scp>Chinese</scp> individual.
Hla, 2022, 100, 376-377. 0.4 4

162 The novel <scp>HLAâ€•C</scp> allele, C*03:538 was identified by nextâ€•generation sequencing. Hla, 0, , . 0.4 4
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163 Identification of a novel allele HLA-A*9206 by sequence-based typing in the Chinese population. Tissue
Antigens, 2007, 70, 257-257. 1.0 3

164 Two novel alleles HLAâ€•B*9536 and B*4612 were identified in a healthy Chinese individual. Tissue
Antigens, 2008, 71, 573-575. 1.0 3

165 Characterization of a novel HLA allele HLA-B*15:178 in a Chinese individual. Tissue Antigens, 2010, 76,
333-334. 1.0 3

166 A novel allele, <scp><i>HLA</i></scp><i>â€•B*55:70</i> was identified in a Chinese cord blood donor. Hla,
2016, 87, 183-185. 0.4 3

167 Identification of the novel <i><scp>HLA</scp>â€•B*27:147</i> allele by polymerase chain reaction
sequenceâ€•based typing. Hla, 2017, 90, 115-116. 0.4 3

168 Identification of the novel <i><scp>HLA</scp>â€•B*40:01:41</i> allele by polymerase chain reaction
sequenceâ€•based typing in a Chinese cord blood donor. Hla, 2017, 90, 118-120. 0.4 3

169 Identification of the novel <i><scp>HLAâ€•DRB1</scp>*15:127</i> allele by polymerase chain reaction
sequenceâ€•based typing in a Chinese bone marrow donor. Hla, 2017, 90, 133-134. 0.4 3

170 Identification of the novel <i>HLAâ€•B*13:98</i> allele in a Chinese individual. Hla, 2018, 91, 133-134. 0.4 3

171 Identification of the novel <i>HLAâ€•B*40:333</i> allele by polymerase chain reaction sequenceâ€•based
typing. Hla, 2018, 91, 302-303. 0.4 3

172 Identification of the novel <i>HLAâ€•DQB1*03:181</i> allele in a Chinese leukemia patient. Hla, 2018, 91,
142-143. 0.4 3

173 Identification of the novel <i>HLAâ€•B*27:04:06</i> allele in a Chinese bone marrow donor. Hla, 2018, 91,
136-137. 0.4 3

174 The novel <i>HLAâ€•A*02:625</i> allele was identified in a Chinese bone marrow donor. Hla, 2018, 92, 94-95. 0.4 3

175 Identification of the novel <i><scp>HLAâ€•A</scp>*02:837</i> and <i>â€•A*02:888</i> alleles by
nextâ€•generation sequencing in two Chinese individuals. Hla, 2021, 97, 345-349. 0.4 3

176 Identification of the novel allele, <i>HLAâ€•C*15:02:32</i>, in a Chinese individual. Hla, 2020, 96, 106-108. 0.4 3

177 Identification of the novel <i><scp>HLAâ€•C</scp>*15:210</i> allele by polymerase chain reaction
sequenceâ€•based typing. Hla, 2021, 97, 241-243. 0.4 3

178 Identification of the novel <scp><i>HLAâ€•C*03:04:79</i></scp> allele in a <scp><i>Chinese</i></scp> bone
marrow donor. Hla, 2021, 97, 371-373. 0.4 3

179 Description of two new <scp>HLA</scp> alleles: <i><scp>HLAâ€•DRB1</scp>*11:262</i> and
<i><scp>HLAâ€•DRB1</scp>*11:268</i>. Hla, 2021, 97, 474-477. 0.4 3

180 Three <scp>HLAâ€•A</scp> alleles, <i>A*11:01:89</i>, <i>A*11:01:96</i> and <i>A*11:01:01:14</i> were identified
in Chinese individuals. Hla, 2021, 97, 442-444. 0.4 3
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181 Characterization of the novel <i><scp>HLAâ€•C</scp>*01:02:56</i> and <i>HLAâ€•C*01:02:57</i> alleles by
sequencingâ€•based typing. Hla, 2021, 97, 557-560. 0.4 3

182 The novel <scp><i>HLAâ€•C*04:407</i></scp> allele was identified in a Chinese individual. Hla, 2021, 98,
68-69. 0.4 3

183 The novel HLAâ€•DQB1 *03: 282N allele was identified in a Chinese individual. Hla, 2021, 98, 408-410. 0.4 3

184 Description of two new <scp>HLA</scp> alleles: <i><scp>HLAâ€•A</scp>*24:02:129</i> and
<i><scp>HLAâ€•A</scp>*24:02:135</i>. Hla, 2021, 98, 146-148. 0.4 3

185 Identification of the novel <i><scp>HLAâ€•B</scp>*40:125:03</i> allele in a Chinese bone marrow donor.
Hla, 2021, 98, 62-64. 0.4 3

186 <i><scp>HLAâ€•DQB1</scp>*05:239</i> and â€•<i><scp>DQB1</scp>*05:250</i>, were identified by sequencing
in <scp>Chinese</scp> bone marrow donors. Hla, 2021, 98, 496-498. 0.4 3

187 The novel <i><scp>HLAâ€•A</scp>*26:174</i> allele was identified in a Chinese individual. Hla, 2021, 98,
151-153. 0.4 3

188 Identification of the novel <i><scp>HLAâ€•DRB1</scp>*11:271</i> allele by nextâ€•generation sequencing. Hla,
2021, 98, 401-403. 0.4 3

189 The novel <scp>HLAâ€•DRB1</scp>*15:01:42 allele was identified by nextâ€•generation sequencing. Hla, 2021,
98, 487-488. 0.4 3

190 The novel <scp>HLAâ€•A</scp>*31:191 allele was identified in a Chinese platelet donor. Hla, 2022, 99, 38-40. 0.4 3

191 Identification of the novel <scp>HLAâ€•B</scp>*55:107 allele in a Chinese bone marrow donor. Hla, 2021,
98, 478-479. 0.4 3

192 The novel <scp>HLAâ€•DRB1</scp>*14:<scp>222N</scp> allele was identified by nextâ€•generation sequencing.
Hla, 2021, 98, 562-564. 0.4 3

193 Identification of the novel <i><scp>HLAâ€•A</scp>*01:348</i> allele in a Chinese individual. Hla, 2022, 99,
615-617. 0.4 3

194 The novel HLAâ€•DRB1*12:02:11 allele identified by nextâ€•generation sequencing in a Chinese bone marrow
donor. Hla, 2021, , . 0.4 3

195 Identification of the novel allele, <i><scp>HLAâ€•DRB1</scp>*08:03:12</i>, in a Chinese cord blood donor.
Hla, 2022, 100, 94-95. 0.4 3

196 Three <scp>HLAâ€•DQB1</scp> alleles, <i><scp>DQB1</scp>*03:432</i>, <i><scp>DQB1</scp>*03:454</i> and
<i><scp>DQB1</scp>*03:465</i> were identified in Chinese individuals. Hla, 2022, 100, 97-99. 0.4 3

197 Identification of the novel <i><scp>HLAâ€•DPB1</scp>*03:01:14</i> allele by nextâ€•generation sequencing in
a Chinese cord blood donor. Hla, 2022, 100, 101-103. 0.4 3

198 Characterization of the novel <i><scp>HLAâ€•B</scp>*46:01:28</i> allele. Hla, 2022, 100, 73-74. 0.4 3
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199 Characterization of the novel <i>HLAâ€•DRB1*04:05:23</i> allele by polymerase chain reaction
sequenceâ€•based typing. Hla, 2022, , . 0.4 3

200 Identification of the novel <i>HLAâ€•A*24:02:138</i> allele in a Chinese individual. Hla, 2022, 100, 64-66. 0.4 3

201 Identification of the novel <i>HLAâ€•B*46:83</i> allele by sequencingâ€•based typing in a Chinese individual.
Hla, 2022, 100, 161-163. 0.4 3

202 Description of two new <scp>HLAâ€•C</scp> alleles: <scp><i>HLAâ€•C</i></scp><i>*07:900</i> and
<i><scp>HLAâ€•C</scp>*07:906</i>. Hla, 2022, 99, 399-400. 0.4 3

203 The novel <i><scp>HLAâ€•B</scp>*51:01:83</i> allele was identified by nextâ€•generation sequencing. Hla,
2022, 100, 163-165. 0.4 3

204 Identification of the novel <i><scp>HLAâ€•DQB1</scp>*04:85</i> allele by nextâ€•generation sequencing. Hla,
2022, 100, 295-296. 0.4 3

205 The novel <scp>HLAâ€•DRB1</scp>*12:01:10 allele was identified by nextâ€•generation sequencing. Hla, 2022,
100, 389-390. 0.4 3

206 Identification of the novel <scp><i>HLAâ€•C*06:318</i></scp> allele by nextâ€•generation sequencing in a
Chinese individual. Hla, 2022, 100, 381-382. 0.4 3

207 Description of two novel <scp>HLA</scp> alleles: <i>HLAâ€•C*01:02:73</i> and <i>HLAâ€•C*01:02:75</i>. Hla, 0,
, . 0.4 3

208 Characterization of the novel <scp><i>HLAâ€•B</i></scp> allele, <i><scp>HLAâ€•B</scp>*39:01:32</i>. Hla,
2022, 100, 526-527. 0.4 3

209 The novel <i>HLAâ€•A*24:520</i> allele was identified in a Chinese individual. Hla, 2022, 100, 515-517. 0.4 3

210 Identification of the novel <i>HLAâ€•B*39:01:23</i> allele by polymerase chain reaction sequenceâ€•based
typing. Hla, 2016, 88, 310-311. 0.4 2

211 Characterization of a novel allelic variant in <i>HLAâ€•B*46:01</i> lineage, <i>HLAâ€•B*46:01:25</i>, by
cloning, phasing and sequencing. International Journal of Immunogenetics, 2018, 45, 347-350. 0.8 2

212 Description of two new HLA alleles: <i>HLAâ€•A*30:118</i> and <i>HLAâ€•C*03:02:17</i>. Hla, 2019, 94, 371-373. 0.4 2

213 c.830T&gt;C mutation on the <i>ABO*A1.02</i> allele responsible for Aw phenotype. Transfusion, 2019,
59, E11-E12. 0.8 2

214 Characterization of the novel HLAâ€•B*51:228 allele in a Chinese individual. Hla, 2019, 93, 120-122. 0.4 2

215 Characterization of the novel HLAâ€•B*46:01:23 allele in a Chinese bone marrow donor. Hla, 2019, 93,
224-226. 0.4 2

216 Identification of the novel HLAâ€•A*31:124 allele by sequenceâ€•based typing in a Chinese cord blood donor.
Hla, 2019, 93, 104-105. 0.4 2
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217 Identification of the novel <i>HLAâ€•A*02</i> allele, <i>HLAâ€•A*02:725</i>. Hla, 2020, 95, 476-478. 0.4 2

218 Characterization of the novel HLAâ€•C*01:154 allele by polymerase chain reaction sequencingâ€•based typing.
Hla, 2020, 95, 498-499. 0.4 2

219 Identification of the novel <scp><i>HLAâ€•DQB1*03:280</i></scp> allele by polymerase chain reaction
sequenceâ€•based typing. Hla, 2020, 96, 122-123. 0.4 2

220 Identification of the novel <i>HLAâ€•DRB1*09:40</i> allele in a Chinese individual. Hla, 2020, 96, 111-113. 0.4 2

221 Characterization of the novel <i>HLAâ€•A*11:280</i> allele by nextâ€•generation sequencing in a Chinese
cord blood donor. Hla, 2020, 95, 482-483. 0.4 2

222 Mechanism evaluation for an amino acid substitution p.Y246C of Bâ€•glycosyltransferase enzyme with
Bweak phenotype. Vox Sanguinis, 2021, 116, 464-470. 0.7 2

223 Analysis of the Genomic Sequence of ABO Allele Using Next-Generation Sequencing Method. Frontiers
in Immunology, 0, 13, . 2.2 2

224 Investigation of killer cell immunoglobulin-like receptors gene KIR3DL2 diversity and confirmation of
KIR3DL2*015 in a Chinese population. Tissue Antigens, 2006, 68, 220-224. 1.0 1

225 A novel HLA allele, <i>HLAâ€•DQB1*02:57</i>, was identified by polymerase chain reaction sequenceâ€•based
typing in a Chinese individual. Tissue Antigens, 2015, 86, 215-216. 1.0 1

226
Investigation of Killer Cell Immunoglobulin-Like Receptors KIR2DL2 and KIR2DL3 Diversity and
Identification of Ten Novel KIR2DL3 Alleles in the Chinese Han Population. Scandinavian Journal of
Immunology, 2015, 81, 265-271.

1.3 1

227 c.426G&gt;C mutation in<i>ABO*A1.02</i>allele was associated with Aw phenotype. Transfusion, 2019,
59, E4-E5. 0.8 1

228
Two novel <scp><i>A</i></scp> alleles with <scp><i>c.322C&gt;T</i></scp> or
<scp><i>c.410C&gt;T</i></scp> mutations on the <scp><i>ABO*A1.02</i></scp> allele were identified in
the Chinese individuals. Transfusion, 2020, 60, E38-E39.

0.8 1

229 Characterization of the novel KIR3DL2 allele, <scp><i>KIR3DL2*113</i></scp>. Hla, 2020, 95, 594-596. 0.4 1

230 Identification of a novel <scp>A</scp> allele with a <scp>c.731T&gt;C</scp> mutation on the
<i><scp>ABO</scp>*<scp>A1</scp>.02</i> allele. Transfusion, 2020, 60, E30-E31. 0.8 1

231 Identification of the novel <i>KIR3DL2*114</i> allele in a Chinese individual by polymerase chain
reaction sequenceâ€•based typing. Hla, 2020, 95, 596-598. 0.4 1

232
Identification of a novel <i>B</i> allele with c.<scp>10â€•14dupGTGTT</scp> and
c.<scp>17G</scp>&gt;<scp>A</scp> variants in a Chinese individual with a weak B phenotype.
Transfusion, 2021, 61, E67-E68.

0.8 1

233 Characterization of a novel HLA allele <i>HLAâ€•B*15:25:03</i> in a Chinese individual. Tissue Antigens,
2011, 78, 219-220. 1.0 0

234 A novel allele, <i><scp>HLA</scp>â€•A*33:97</i> was identified in a Chinese bone marrow donor. Hla, 2016,
88, 305-306. 0.4 0
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235 Identification of the novel <i><scp>KIR2DL2</scp>*00103</i> allele in a Chinese individual by
sequenceâ€•based typing. Hla, 2016, 87, 476-477. 0.4 0

236 c.518Tâ€‰&gt;â€‰C missense mutation in the B glycosyltransferase gene responsible for a weak B variant.
Transfusion, 2018, 58, 269-270. 0.8 0
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239 Identification of a novel B allele with a c.586T&gt;C mutation on the <i>ABO*B.01</i> allele.
Transfusion, 2020, 60, E1-E2. 0.8 0

240 Identification of the novel <i><scp>KIR3DL2</scp>*00711</i> allele by sequencingâ€•based typing in a
Chinese individual. Hla, 2021, 98, 416-418. 0.4 0
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