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Structure of the Decorated Ciliary Doublet Microtubule. Cell, 2019, 179, 909-922.e12.

De Novo Mutations in FOX]1 Result in a Motile Ciliopathy with Hydrocephalus and Randomization of
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How Does Cilium Length Affect Beating?. Biophysical Journal, 2019, 116, 1292-1304.

Acoustic trap-and-release for rapid assessment of cell motility. Soft Matter, 2019, 15, 4266-4275. 2.7 11
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The IDA3 adapter, required for intraflagellar transport of 11 dynein, is regulated by ciliary length. 01 37
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MAPINS, a Highly Efficient Detection Method That Identifies Insertional Mutations and Complex DNA
Rearrangements. Plant Physiology, 2018, 178, 1436-1447.
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Flexural Rigidity and Shear Stiffness of Flagella Estimated from Induced Bends and Counterbends.

Biophysical Journal, 2016, 110, 2759-2768. 0.5 61

Genetics and biology of primary ciliary dyskinesia. Paediatric Respiratory Reviews, 2016, 18, 18-24.
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A NIMA-Related Kinase Suppresses the Flagellar Instability Associated with the Loss of Multiple
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reinhardtii. Methods in Cell Biology, 2015, 127, 349-386. )
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ectosome shedding. ELife, 2015, 4, .
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The ciliary inner dynein arm, I1 dynein, is assembled in the cytoplasm and transported by <scp>IFT</scp>

before axonemal docking. Cytoskeleton, 2014, 71, 573-586.
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Intraflagellar Transport Inhomogeneity in Chlamydomonas IMP3 Mutant. Biophysical Journal, 2014, 106,
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Disease Gene. Cell, 2004, 117, 541-552. 289 721



74

76

78

80

82

84

86

88

90

SusAN K DUTCHER

ARTICLE IF CITATIONS

Elucidation of Basal Body and Centriole Functions in Chlamydomonas reinhardetii. Traffic, 2003, 4,

443-451.

Analysis of Chlamydomonas reinhardtii Genome Structure Using Large-Scale Sequencing of Regions
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