37

papers

40

all docs

471509

2,501 17
citations h-index
40 40
docs citations times ranked

302126
39

g-index

4378

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS
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and Evolution, 2016, 8, 330-344. ’
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receptor. Science, 2014, 345, 929-933.
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Microbiology, 2014, 12, 449-455. :
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Evolution, 2013, 30, 2145-2156. )

Does a treed€“like phylogeny only exist at the tips in the prokaryotes?. Proceedings of the Royal Society
B: Biological Sciences, 2004, 271, 2551-2558.

Strigolactone synthesis is ancestral in land plants, but canonical strigolactone signalling is a
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Adaptive Evolution as a Predictor of Species-Specific Innate Immune Response. Molecular Biology and
Evolution, 2015, 32, 1717-1729.

The phylogeny of the mammalian heme peroxidases and the evolution of their diverse functions. BMC

Evolutionary Biology, 2008, 8, 101. 3.2 81

Response to Teladorsagia circumcincta infection in Scottish Blackface lambs with divergent

phenotypes for nematode resistance. Veterinary Parasitology, 2014, 206, 200-207.

Ribosome heterogeneity in <i>Drosophila melanogaster<[i> gonads through paralog-switching. 145 28
Nucleic Acids Research, 2022, 50, 2240-2257. :
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The ring of life hypothesis for eukaryote origins is supported by multiple kinds of data. Philosophical

Transactions of the Royal Society B: Biological Sciences, 2015, 370, 20140323.

Transcriptional profiling of the ovine abomasal lymph node reveals a role for timing of the immune

response in gastrointestinal nematode resistance. Veterinary Parasitology, 2016, 224, 96-108. 1.8 19

Surface layer proteins from virulent Clostridium difficile ribotypes exhibit signatures of positive
selection with consequences for innate immune response. BMC Evolutionary Biology, 2017, 17, 90.

Paternally Expressed Imprinted Genes under Positive Darwinian Selection in Arabidopsis thaliana. 8.9 18
Molecular Biology and Evolution, 2019, 36, 1239-1253. :

New missense variants in <i>RELT</[i> causing hypomineralised amelogenesis imperfecta. Clinical
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Selection and the Cell Cycle: Positive Darwinian Selection in a Well-Known DNA Damage Response
Pathway. Journal of Molecular Evolution, 2010, 71, 444-457.
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Cell-to-Cell Communicators in the Mammalian Immune System. Journal of Molecular Evolution, 2005,
61, 608-619.

Functional Consequence of Positive Selection Revealed through Rational Mutagenesis of Human

Myeloperoxidase. Molecular Biology and Evolution, 2012, 29, 2039-2046. 8.9 14
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In Arabidopsis thaliana codon volatility scores reflect GC3 composition rather than selective
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Adaptive Evolution in TRIF Leads to Discordance between Human and Mouse Innate Immune Signaling.
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