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Substrate binding in the mitochondrial ADP/ATP carrier is a step-wise process guiding the structural
changes in the transport cycle. Nature Communications, 2022, 13, .

Structure, substrate binding and symmetry of the mitochondrial ADP/ATP carrier in its matrix-open 0.5 5
state. Biophysical Journal, 2021, 120, 5187-5195. :

The SLC25 Mitochondrial Carrier Family: Structure and Mechanism. Trends in Biochemical Sciences,
2020, 45, 244-258.

The SLC25 Carrier Family: Important Transport Proteins in Mitochondrial Physiology and Pathology. 31 -
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The mitochondrial ADP/ATP carrier exists and functions as a monomer. Biochemical Society
Transactions, 2020, 48, 1419-1432.

Editorial overview: COSB Membranes. Current Opinion in Structural Biology, 2019, 57, vi-viii. 5.7 0

Structural changes in the transport cycle of the mitochondrial ADP/ATP carrier. Current Opinion in
Structural Biology, 2019, 57, 135-144.

The Molecular Mechanism of Transport by the Mitochondrial ADP/ATP Carrier. Cell, 2019, 176,
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Cardiolipin dynamics and binding to conserved residues in the mitochondrial ADP/ATP carrier.
Biochimica Et Biophysica Acta - Biomembranes, 2018, 1860, 1035-1045.

Concerns with yeast mitochondrial ADP/ATP carrierd€™s integrity in DPC. Nature Structural and

Molecular Biology, 2018, 25, 747-749. 8.2 1

The transport mechanism of the mitochondrial ADP/ATP carrier. Biochimica Et Biophysica Acta -
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Trends in Thermostability Provide Information on the Nature of Substrate, Inhibitor, and Lipid
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Calcium-induced conformational changes in the regulatory domain of the human mitochondrial
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Structures of yeast mitochondrial ADP|ATP carriers support a domain-based alternating-access
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Calcium-induced conformational changes of the regulatory domain of human mitochondrial
aspartate/glutamate carriers. Nature Communications, 2014, 5, 5491.

Lipid, Detergent, and Coomassie Blue G-250 Affect the Migration of Small Membrane Proteins in Blue 3.4 60
Native Gels. Journal of Biological Chemistry, 2013, 288, 22163-22173. :

Perturbation of the Quinone-binding Site of Complex Il Alters the Electronic Properties of the

Proximal [3Fe-4S] Iron-Sulfur Cluster. Journal of Biological Chemistry, 2011, 286, 12756-12765.

A purified C-terminally truncated human adenosine A2A receptor construct is functionally stable and

degradation resistant. Protein Expression and Purification, 2010, 74, 80-87. 1.3 22
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Structure of Escherichia coli Succinate:Quinone Oxidoreductase with an Occupied and Empty
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Large-scale functional expression of WT and truncated human adenosine A2A receptor in Pichia
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Rhodopsin Photointermediates in Two-Dimensional Crystals at Physiological Temperatures.
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Electron crystallography reveals the structure of metarhodopsin . EMBO Journal, 2004, 23, 3609-3620. 7.8 300

Rhodopsin Photoproducts in 2D Crystals. Journal of Molecular Biology, 2004, 338, 597-609.
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