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Assessing genetic and phenotypic diversity in pepper (Capsicum annuum L.) landraces from North-West
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Exploring the Serbian GenBank barley (Hordeum vulgare L. subsp. vulgare) collection for powdery
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Exploring genetic diversity and quality traits in a collection of onion (Allium cepa L) landraces from
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New Insights into Capsicum spp Relatedness and the Diversification Process of Capsicum annuum in
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Fine mapping of the Rrs1 resistance locus against scald in two large populations derived from Spanish
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A versatile fluorescence-based multiplexing assay for CAPS genotyping on capillary electrophoresis

systems. Molecular Breeding, 2013, 32, 61-69.
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Quantitative Trait Loci and Candidate Loci for Heading Date in a Large Population of a Wide Barley

Cross. Crop Science, 2012, 52, 2469-2480.

Fine mapping and comparative genomics integration of two quantitative trait loci controlling
resistance to powdery mildew in a Spanish barley landrace. Theoretical and Applied Genetics, 2012, 124, 3.6 25
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Analysis of powdery mildew resistance in the Spanish barley core collection. Plant Breeding, 2011, 130,
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Development of a costa€effective pyrosequencing approach for SNP genotyping in barley. Plant Breeding, 1.9 29
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Differential activation of defense-related genes in susceptible and resistant pepper cultivars infected
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Real-Time Polk/lmerase Chain Reaction Quantification of Phytophthora capsici in Different Pepper
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Development of specific PCR primers for identification and detection of Phytophthora capsici Leon.
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