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Arabidopsis Transcriptome Analysis under Drought, Cold, High-Salinity and ABA Treatment Conditions
using a Tiling Array. Plant and Cell Physiology, 2008, 49, 1135-1149.
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Control of Seed Dormancy and Germination in Arabidopsis. Plant Physiology, 2006, 141, 97-107. 48 473

Functional analysis of ArabidopsisNCED6andNCED9genes indicates that ABA synthesized in the
endosperm is involved in the induction of seed dormancy. Plant Journal, 2006, 45, 309-319.
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metabolism and abscisic acid regulation of gibberellin metabolism. Plant Journal, 2006, 48, 354-366.
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Tuning water-use efficiency and drought tolerance in wheat using abscisic acid receptors. Nature
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Ectopic Expression of ABSCISIC ACID 2/GLUCOSE INSENSITIVE 1 in Arabidopsis Promotes Seed Dormancy

and Stress Tolerance. Plant Physiology, 2007, 143, 745-758.
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Transient expression of AtNCED3 and AAO3 genes in guard cells causes stomatal closure in Vicia faba. 9.4 43
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Interactions. ACS Chemical Biology, 2018, 13, 1313-1321. :
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The selectivity of 6-nor-ABA and 7a€2-nor-ABA for abscisic acid receptor subtypes. Bioorganic and
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Sm-Like Protein-Mediated RNA Metabolism Is Required for Heat Stress Tolerance in Arabidopsis.
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