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Spatiotemporal analysis of human intestinal development at single-cell resolution. Cell, 2021, 184, 28.9 263
810-826.e23. )
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Mitochondrial DNA is a direct target of anti-cancer anthracycline drugs. Biochemical and Biophysical
Research Communications, 2009, 378, 450-455.
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Ezh2 and Runx1 Mutations Collaborate to Initiate Lympho-Myeloid Leukemia in Early Thymic
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Paracrine signalling by cardiac calcitonin controls atrial fibrogenesis and arrhythmia. Nature, 2020, 97.8 55
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Depletion of mitochondrial DNA in fibroblast cultures from patients with POLG1 mutations is a
consequence of catalytic mutations. Human Molecular Genetics, 2008, 17, 2496-2506.

Clinical, biochemical, cellular and molecular characterization of mitochondrial DNA depletion
syndrome due to novel mutations in the MPV17 gene. European Journal of Human Genetics, 2014, 22, 2.8 52
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Liver mtDNA content increases during development: A comparison of methods and the importance of

age- and tissue-specific controls for the diagnosis of mtDNA depletion. Mitochondrion, 2007, 7,
386-395.

Defects in maintenance of mitochondrial DNA are associated with intramitochondrial nucleotide 9.9 50
imbalances. Human Molecular Genetics, 2007, 16, 1400-1411. :
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The developing mouse coronal suture at single-cell resolution. Nature Communications, 2021, 12, 4797.
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Transcriptomic profiling of the myeloma bone-lining niche reveals BMP signalling inhibition to
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Hepcidin is regulated by promoter-associated histone acetylation and HDAC3. Nature Communications, 12.8 45
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Does osteogenic potential of clonal human bone marrow mesenchymal stem/stromal cells correlate
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