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N-terminal truncated RHT-1 proteins generated by translational reinitiation cause semi-dwarfing of
wheat Green Revolution alleles. Molecular Plant, 2021, 14, 679-687.

Overcoming challenges in variant calling: exploring sequence diversity in candidate genes for plant
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The transcriptional landscape of polyploid wheat. Science, 2018, 361, .

Shifting the limits in wheat research and breeding using a fully annotated reference genome. Science, 12.6 9.494
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Botany, 2017, 68, erw471.
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Epigenetic regulation of adaptive responses of forest tree species to the environment. Ecology and
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Temperature signals contribute to the timing of photoperiodic growth cessation and bud set in
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Morphological and Molecular Diversity of Branching in Red Clover (Trifolium pratense). , 2010, , 73-77. 5

Phenotypic Assessment of Variability in Tillering and Early Development in Ryegrass (Lolium spp.). ,
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Engineering traditional monolignols out of lignin by concomitant up-regulation of F5H1 and

down-regulation of COMT in Arabidopsis. Plant Journal, 2010, 64, 885-897. 57 114
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Flowering-time genes modulate meristem determinacy and growth form in Arabidopsis thaliana. 014 353
Nature Genetics, 2008, 40, 1489-1492. .
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A Molecular Timetable for Apical Bud Formation and Dormancy Induction in Poplar. Plant Cell, 2007, 6.6 436
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Gene expression during the induction, maintenance, and release of dormancy in apical buds of poplar.
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Molecular phenotyping of lignind€modified tobacco reveals associated changes in cella€wall metabolism,
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ABI3 Affects Plastid Differentiation in Dark-Grown Arabidopsis Seedlings. Plant Cell, 2000, 12, 35-52. 6.6 89
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