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Evolutionary diversification of <i>CYC[TB1</i>&€kke TCP homologs andAtheir recruitment for the
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evolution exemplified by some genera of Anthemideae and Cardueae (Asteraceae). Taxon, 2012, 61,
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frame. Plant Systematics and Evolution, 2012, 298, 1085-1099.
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Extreme environmental conditions and phylogenetic inheritance: systematics of <i>Myopordon«</i>
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