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Expression patterns and prognostic potential of circular RNAs in mantle cell lymphoma: a study of
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Kalirin-RAC controls nucleokinetic migration in ADRN-type neuroblastoma. Life Science Alliance, 2021, 0.8 4
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Targeted genomic investigations in a population-based cohort of mantle cell lymphoma reveal novel
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Serum proteome modulations upon treatment provides biological insight on response to treatment in

relapsed mantle cell ymphoma. Cancer Reports, 2021, , e1524. 14 1

p53 is associated with higha€risk and pinpoints<i>TP53</i>missense mutations in mantle cell lymphoma.
British Journal of Haematology, 2020, 191, 796-805.

Immune-related protein signature in serum stratify relapsed mantle cell lymphoma patients based on 06 3
risk. BMC Cancer, 2020, 20, 1202. :

Ibrutinib inhibits antibody dependent cellular cytotoxicity induced by rituximab or obinutuzumab in
MCL cell lines, not overcome by addition of lenalidomide. Experimental Hematology and Oncology,
2019, 8, 16.

Integrated eEigenomic and transcriptomic analysis reveals <i>TP63</i> as a novel player in clinically

aggressive chronic lymphocytic leukemia. International Journal of Cancer, 2019, 144, 2695-2706. 51 24

Bortezomib prevents cytarabine resistance in MCL, which is characterized by down-regulation of dCK
and up-regulation of SPIB resulting in high NF-I°B activity. BMC Cancer, 2018, 18, 466.

TP53 mutations identify younger mantle cell lymphoma patients who do not benefit from intensive 14 296
chemoimmunotherapy. Blood, 2017, 130, 1903-1910. )

Frequency and clinical implications of SOX11 expression in Burkitt lymphoma. Leukemia and Lymphoma,
2017, 58,1760-1763.

Crosstalk between ROR1 and BCR pathways defines novel treatment strategies in mantle cell 5.9 25
lymphoma. Blood Advances, 2017, 1, 2257-2268. :

Identification of V-ATPase as a molecular sensor of SOX11-levels and potential therapeutic target for
mantle cell lymphoma. BMC Cancer, 2016, 16, 493.

SOX11 and HIG-2 are cross-regulated and affect growth in mantle cell lymphoma. Leukemia and 13 15
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miR-18b overexpression identifies mantle cell lymphoma patients with poor outcome and improves the
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Emerging role of SOX11 in mantle cell lymphoma. Blood and Lymphatic Cancer: Targets and Therapy, 07 o
2015,, 35. ’
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DNA methylation and histone modifications regulate SOX11 expression in lymphoid and solid cancer

cells. BMC Cancer, 2015, 15, 273.

SOX11 and TP53 add prognostic information to MIPI in a homogenously treated cohort of mantle cell
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Protein Expression Profiling of Formalin-Fixed Paraffin-Embedded Tissue Using Recombinant Antibody
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Identification of uniquely expressed transcription factors in highly purified Ba€eell lymphoma samples.
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SOX11 expression correlates to promoter methylation and regulates tumor growth in hematopoietic
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Identification of molecular targets associated with transformed diffuse large B cell lymphoma using
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The transcription factor Sox11 is a prognostic factor for improved recurrence-free survival in
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Nuclear expression of the nona€“B-cell lineage Sox11 transcription factor identifies mantle cell
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From Gene Expression Analysis to Tissue Microarrays. Molecular and Cellular Proteomics, 2006, 5,
1072-1081. 3.8 34
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Increased expression of Ki-67 in mantle cell Iymrhoma is associated with de-regulation of several cell
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