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MatP regulates the coordinated action of topoisomerase IV and MukBEF in chromosome segregation.

Nature Communications, 2016, 7, 10466.

Natural mutations in a <i>Staphylococcus aureus«<[i> virulence regulator attenuate cytotoxicity but
permit bacteremia and abscess formation. Proceedings of the National Academy of Sciences of the 7.1 108
United States of America, 2016, 113, E3101-10.

GRHL2-miR-200-ZEB1 maintains the epithelial status of ovarian cancer through transcriptional
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