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Using fMRI connectivity to define a treatment-resistant form of post-traumatic stress disorder.

Science Translational Medicine, 2019, 11, .
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Specific Frontostriatal Circuits for Impaired Cognitive Flexibility and Goal-Directed Planning in
Obsessive-Compulsive Disorder: Evidence From Resting-State Functional Connectivity. Biological
Psychiatry, 2017, 81, 708-717.
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Regional expression of the MAPT gene is associated with loss of hubs in brain networks and cognitive

impairment in Parkinson disease and progressive supranuclear palsy. Neurobiology of Aging, 2016, 48,
153-160.
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