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New fluorescent auxin probes visualise tissued€specific and subcellular distributions of auxin in
Arabidopsis. New Phytologist, 2021, 230, 535-549.

Selective auxin agonists induce specific AUX/IAA protein degradation to modulate plant development.
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a Potential Mechanism for Their Roles in Meristem Maintenance. Plant Cell, 2006, 18, 560-573. 6.6 203
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Arabidopsis. Plant Cell, 2003, 15, 1538-1551.

PLANT BIOLOGY: MADS-Box Genes Reach Maturity. Science, 2002, 296, 275-276. 12.6 62
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