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3 Discovery and refinement of loci associated with lipid levels. Nature Genetics, 2013, 45, 1274-1283. 21.4 2,641

4 Association analyses of 249,796 individuals reveal 18 new loci associated with body mass index. Nature
Genetics, 2010, 42, 937-948. 21.4 2,634

5 A comprehensive 1000 Genomesâ€“based genome-wide association meta-analysis of coronary artery
disease. Nature Genetics, 2015, 47, 1121-1130. 21.4 2,054

6 Genetic variants in novel pathways influence blood pressure and cardiovascular disease risk. Nature,
2011, 478, 103-109. 27.8 1,855

7 Gene discovery and polygenic prediction from a genome-wide association study of educational
attainment in 1.1 million individuals. Nature Genetics, 2018, 50, 1112-1121. 21.4 1,835

8 Defining the role of common variation in the genomic and biological architecture of adult human
height. Nature Genetics, 2014, 46, 1173-1186. 21.4 1,818
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2010, 467, 832-838. 27.8 1,789

10 New genetic loci link adipose and insulin biology to body fat distribution. Nature, 2015, 518, 187-196. 27.8 1,328

11 Genome-wide association study identifies 74 loci associated with educational attainment. Nature, 2016,
533, 539-542. 27.8 1,204

12 Meta-analysis identifies 13 new loci associated with waist-hip ratio and reveals sexual dimorphism in
the genetic basis of fat distribution. Nature Genetics, 2010, 42, 949-960. 21.4 836

13 Genome-Wide Association Analysis Identifies Variants Associated with Nonalcoholic Fatty Liver
Disease That Have Distinct Effects on Metabolic Traits. PLoS Genetics, 2011, 7, e1001324. 3.5 796

14 Common variants associated with plasma triglycerides and risk for coronary artery disease. Nature
Genetics, 2013, 45, 1345-1352. 21.4 754

15 Causal Relationship between Obesity and Vitamin D Status: Bi-Directional Mendelian Randomization
Analysis of Multiple Cohorts. PLoS Medicine, 2013, 10, e1001383. 8.4 753

16 New loci associated with kidney function and chronic kidney disease. Nature Genetics, 2010, 42,
376-384. 21.4 710

17 Genome-wide association analyses identify 18 new loci associated with serum urate concentrations.
Nature Genetics, 2013, 45, 145-154. 21.4 675

18 Genome-wide meta-analysis identifies 11 new loci for anthropometric traits and provides insights into
genetic architecture. Nature Genetics, 2013, 45, 501-512. 21.4 578
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19 A catalog of genetic loci associated with kidney function from analyses of a million individuals.
Nature Genetics, 2019, 51, 957-972. 21.4 549

20 Rare and low-frequency coding variants alter human adult height. Nature, 2017, 542, 186-190. 27.8 544

21 Genome-wide association analyses of risk tolerance and risky behaviors in over 1 million individuals
identify hundreds of loci and shared genetic influences. Nature Genetics, 2019, 51, 245-257. 21.4 536

22 Genome-wide association study identifies loci influencing concentrations of liver enzymes in plasma.
Nature Genetics, 2011, 43, 1131-1138. 21.4 501

23 Exome-wide association study of plasma lipids in &gt;300,000 individuals. Nature Genetics, 2017, 49,
1758-1766. 21.4 470

24 Physical Activity Attenuates the Influence of FTO Variants on Obesity Risk: A Meta-Analysis of 218,166
Adults and 19,268 Children. PLoS Medicine, 2011, 8, e1001116. 8.4 446

25 Rare variant in scavenger receptor BI raises HDL cholesterol and increases risk of coronary heart
disease. Science, 2016, 351, 1166-1171. 12.6 438

26 Novel Loci for Adiponectin Levels and Their Influence on Type 2 Diabetes and Metabolic Traits: A
Multi-Ethnic Meta-Analysis of 45,891 Individuals. PLoS Genetics, 2012, 8, e1002607. 3.5 419
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function. Nature Communications, 2016, 7, 10023. 12.8 412

28 Genome-wide association study identifies six new loci influencing pulse pressure and mean arterial
pressure. Nature Genetics, 2011, 43, 1005-1011. 21.4 403

29 FTO genotype is associated with phenotypic variability of body mass index. Nature, 2012, 490, 267-272. 27.8 383

30 Sex-stratified Genome-wide Association Studies Including 270,000 Individuals Show Sexual Dimorphism
in Genetic Loci for Anthropometric Traits. PLoS Genetics, 2013, 9, e1003500. 3.5 371

31 The power of genetic diversity in genome-wide association studies of lipids. Nature, 2021, 600, 675-679. 27.8 353

32 Genome-Wide Association Identifies Nine Common Variants Associated With Fasting Proinsulin Levels
and Provides New Insights Into the Pathophysiology of Type 2 Diabetes. Diabetes, 2011, 60, 2624-2634. 0.6 335

33 The Influence of Age and Sex on Genetic Associations with Adult Body Size and Shape: A Large-Scale
Genome-Wide Interaction Study. PLoS Genetics, 2015, 11, e1005378. 3.5 331

34
Genome Analyses of &gt;200,000 Individuals Identify 58 Loci for Chronic Inflammation and Highlight
Pathways that Link Inflammation and Complex Disorders. American Journal of Human Genetics, 2018,
103, 691-706.

6.2 326

35 Genetic variation near IRS1 associates with reduced adiposity and an impaired metabolic profile.
Nature Genetics, 2011, 43, 753-760. 21.4 289

36 Association of Low-Frequency and Rare Coding-Sequence Variants with Blood Lipids and Coronary
Heart Disease in 56,000 Whites and Blacks. American Journal of Human Genetics, 2014, 94, 223-232. 6.2 287
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37 Protein-altering variants associated with body mass index implicate pathways that control energy
intake and expenditure in obesity. Nature Genetics, 2018, 50, 26-41. 21.4 286

38 Identification of heart rateâ€“associated loci and their effects on cardiac conduction and rhythm
disorders. Nature Genetics, 2013, 45, 621-631. 21.4 282

39 Genome-Wide Association Study for Coronary Artery Calcification With Follow-Up in Myocardial
Infarction. Circulation, 2011, 124, 2855-2864. 1.6 269

40 Meta-analysis identifies multiple loci associated with kidney functionâ€“related traits in east Asian
populations. Nature Genetics, 2012, 44, 904-909. 21.4 254

41 Genome-Wide Association for Abdominal Subcutaneous and Visceral Adipose Reveals a Novel Locus
for Visceral Fat in Women. PLoS Genetics, 2012, 8, e1002695. 3.5 245

42 New loci for body fat percentage reveal link between adiposity and cardiometabolic disease risk.
Nature Communications, 2016, 7, 10495. 12.8 245

43 A meta-analysis identifies new loci associated with body mass index in individuals of African ancestry.
Nature Genetics, 2013, 45, 690-696. 21.4 232

44 NRXN3 Is a Novel Locus for Waist Circumference: A Genome-Wide Association Study from the CHARGE
Consortium. PLoS Genetics, 2009, 5, e1000539. 3.5 230

45 A Bivariate Genome-Wide Approach to Metabolic Syndrome. Diabetes, 2011, 60, 1329-1339. 0.6 226

46 Polygenic prediction of educational attainment within and between families from genome-wide
association analyses in 3 million individuals. Nature Genetics, 2022, 54, 437-449. 21.4 215

47 Genome-wide meta-analysis of observational studies shows common genetic variants associated with
macronutrient intake. American Journal of Clinical Nutrition, 2013, 97, 1395-1402. 4.7 210

48 CUBN Is a Gene Locus for Albuminuria. Journal of the American Society of Nephrology: JASN, 2011, 22,
555-570. 6.1 208

49 Whole-Exome Sequencing Identifies Rare and Low-Frequency Coding Variants Associated with LDL
Cholesterol. American Journal of Human Genetics, 2014, 94, 233-245. 6.2 193

50 Directional dominance on stature and cognition inÂ diverse human populations. Nature, 2015, 523,
459-462. 27.8 173

51 Genome-wide meta-analysis of 241,258 adults accounting for smoking behaviour identifies novel loci
for obesity traits. Nature Communications, 2017, 8, 14977. 12.8 169

52 Genome-Wide Association and Functional Follow-Up Reveals New Loci for Kidney Function. PLoS
Genetics, 2012, 8, e1002584. 3.5 166

53 Genome-wide physical activity interactions in adiposity â€• A meta-analysis of 200,452 adults. PLoS
Genetics, 2017, 13, e1006528. 3.5 158

54 Genome-wide meta-analysis uncovers novel loci influencing circulating leptin levels. Nature
Communications, 2016, 7, 10494. 12.8 153
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55 Large meta-analysis of genome-wide association studies identifies five loci for lean body mass. Nature
Communications, 2017, 8, 80. 12.8 147

56 Association of the PHACTR1/EDN1 Genetic Locus With Spontaneous Coronary Artery Dissection.
Journal of the American College of Cardiology, 2019, 73, 58-66. 2.8 147

57
Quantitative-Trait Loci Influencing Body-Mass Index Reside on Chromosomes 7 and 13: The National
Heart, Lung, and Blood Institute Family Heart Study. American Journal of Human Genetics, 2002, 70,
72-82.

6.2 138

58 Metaâ€•Analysis of Genomeâ€•wide Linkage Studies in BMI and Obesity. Obesity, 2007, 15, 2263-2275. 3.0 138

59 Genome-wide association meta-analyses and fine-mapping elucidate pathways influencing albuminuria.
Nature Communications, 2019, 10, 4130. 12.8 133

60 Mannan-Binding Lectin Enhances Susceptibility to Visceral Leishmaniasis. Infection and Immunity, 2001,
69, 5212-5215. 2.2 132

61
Interactions of Dietary Whole-Grain Intake With Fasting Glucose- and Insulin-Related Genetic Loci in
Individuals of European Descent: A meta-analysis of 14 cohort studies. Diabetes Care, 2010, 33,
2684-2691.

8.6 127

62 Characterization of european ancestry nonalcoholic fatty liver disease-associated variants in
individuals of african and hispanic descent. Hepatology, 2013, 58, 966-975. 7.3 126

63 A Large-Scale Multi-ancestry Genome-wide Study Accounting for Smoking Behavior Identifies Multiple
Significant Loci for Blood Pressure. American Journal of Human Genetics, 2018, 102, 375-400. 6.2 123

64 Multiethnic genome-wide meta-analysis of ectopic fat depots identifies loci associated with adipocyte
development and differentiation. Nature Genetics, 2017, 49, 125-130. 21.4 116

65 Multi-ancestry genome-wide geneâ€“smoking interaction study of 387,272 individuals identifies new loci
associated with serum lipids. Nature Genetics, 2019, 51, 636-648. 21.4 112

66 Genetic variants linked to education predict longevity. Proceedings of the National Academy of
Sciences of the United States of America, 2016, 113, 13366-13371. 7.1 110

67 Pleiotropic genes for metabolic syndrome and inflammation. Molecular Genetics and Metabolism,
2014, 112, 317-338. 1.1 107

68 Associations of Mitochondrial and Nuclear Mitochondrial Variants and Genes with Seven Metabolic
Traits. American Journal of Human Genetics, 2019, 104, 112-138. 6.2 106

69
Association Between Chromosome 9p21 Variants and the Ankle-Brachial Index Identified by a
Meta-Analysis of 21 Genome-Wide Association Studies. Circulation: Cardiovascular Genetics, 2012, 5,
100-112.

5.1 98

70 1000 Genomes-based meta-analysis identifies 10 novel loci for kidney function. Scientific Reports, 2017,
7, 45040. 3.3 98

71
Discovery and fine-mapping of adiposity loci using high density imputation of genome-wide association
studies in individuals of African ancestry: African Ancestry Anthropometry Genetics Consortium.
PLoS Genetics, 2017, 13, e1006719.

3.5 98

72 Novel genetic associations for blood pressure identified via gene-alcohol interaction in up to 570K
individuals across multiple ancestries. PLoS ONE, 2018, 13, e0198166. 2.5 94
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73 HDAC9 is implicated in atherosclerotic aortic calcification and affects vascular smooth muscle cell
phenotype. Nature Genetics, 2019, 51, 1580-1587. 21.4 92

74 Protein-coding variants implicate novel genes related to lipid homeostasis contributing to body-fat
distribution. Nature Genetics, 2019, 51, 452-469. 21.4 89

75 Multiethnic meta-analysis identifies ancestry-specific and cross-ancestry loci for pulmonary function.
Nature Communications, 2018, 9, 2976. 12.8 85

76 Multiancestry Genome-Wide Association Study of Lipid Levels Incorporating Gene-Alcohol
Interactions. American Journal of Epidemiology, 2019, 188, 1033-1054. 3.4 85

77 Mining the Human Phenome Using Allelic Scores That Index Biological Intermediates. PLoS Genetics,
2013, 9, e1003919. 3.5 84

78 Associations of autozygosity with a broad range of human phenotypes. Nature Communications, 2019,
10, 4957. 12.8 84

79 Dairy consumption, systolic blood pressure, and risk of hypertension: Mendelian randomization study.
BMJ: British Medical Journal, 2017, 356, j1000. 2.3 82

80 Novel Approach Identifies SNPs in SLC2A10 and KCNK9 with Evidence for Parent-of-Origin Effect on
Body Mass Index. PLoS Genetics, 2014, 10, e1004508. 3.5 80

81 Genetic Variation at NCAN Locus Is Associated with Inflammation and Fibrosis in Non-Alcoholic Fatty
Liver Disease in Morbid Obesity. Human Heredity, 2013, 75, 34-43. 0.8 78

82 rs641738C&gt;T near MBOAT7 is associated with liver fat, ALT and fibrosis in NAFLD: A meta-analysis.
Journal of Hepatology, 2021, 74, 20-30. 3.7 77

83 A principal component meta-analysis on multiple anthropometric traits identifies novel loci for body
shape. Nature Communications, 2016, 7, 13357. 12.8 74

84 Discovery and Fine Mapping of Serum Protein Loci through Transethnic Meta-analysis. American
Journal of Human Genetics, 2012, 91, 744-753. 6.2 69

85
Consumption of meat is associated with higher fasting glucose and insulin concentrations
regardless of glucose and insulin genetic risk scores: a meta-analysis of 50,345 Caucasians. American
Journal of Clinical Nutrition, 2015, 102, 1266-1278.

4.7 69

86 Integration of genome-wide association studies with biological knowledge identifies six novel genes
related to kidney function. Human Molecular Genetics, 2012, 21, 5329-5343. 2.9 64

87 CNV-association meta-analysis in 191,161 European adults reveals new loci associated with
anthropometric traits. Nature Communications, 2017, 8, 744. 12.8 64

88 Multi-ancestry study of blood lipid levels identifies four loci interacting with physical activity.
Nature Communications, 2019, 10, 376. 12.8 64

89 Evidence for three genetic loci involved in both anorexia nervosa risk and variation of body mass
index. Molecular Psychiatry, 2017, 22, 192-201. 7.9 63

90 Multi-ancestry sleep-by-SNP interaction analysis in 126,926 individuals reveals lipid loci stratified by
sleep duration. Nature Communications, 2019, 10, 5121. 12.8 62
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92 Meta-analysis of Gene-Level Associations for Rare Variants Based on Single-Variant Statistics.
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Genome wide association and linkage analyses identified three lociâ€”4q25, 17q23.2, and
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in Genetics, 2013, 4, 310.

2.3 60

94 Motherâ€™s Genome or Maternally-Inherited Genes Acting in the Fetus Influence Gestational Age in
Familial Preterm Birth. Human Heredity, 2009, 68, 209-219. 0.8 57
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96 Loss of Cardioprotective Effects at the <i>ADAMTS7</i> Locus as a Result of Gene-Smoking
Interactions. Circulation, 2017, 135, 2336-2353. 1.6 51

97 The ERLIN1-CHUK-CWF19L1 gene cluster influences liver fat deposition and hepatic inflammation in the
NHLBI Family Heart Study. Atherosclerosis, 2013, 228, 175-180. 0.8 50

98 PNPLA3 gene-by-visceral adipose tissue volume interaction and the pathogenesis of fatty liver disease:
The NHLBI Family Heart Study. International Journal of Obesity, 2013, 37, 432-438. 3.4 49

99 Genome of the Netherlands population-specific imputations identify an ABCA6 variant associated with
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100
Genome-wide meta-analysis of macronutrient intake of 91,114 European ancestry participants from the
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2019, 24, 1920-1932.

7.9 44

101 Meta-analysis uncovers genome-wide significant variants for rapid kidney function decline. Kidney
International, 2021, 99, 926-939. 5.2 42

102 Multi-ethnic fine-mapping of 14 central adiposity loci. Human Molecular Genetics, 2014, 23, 4738-4744. 2.9 41

103 Meta-analysis of rare and common exome chip variants identifies S1PR4 and other loci influencing
blood cell traits. Nature Genetics, 2016, 48, 867-876. 21.4 41

104 Insulin Resistance Exacerbates Genetic Predisposition to Nonalcoholic Fatty Liver Disease in
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105 SOS2 and ACP1 Loci Identified through Large-Scale Exome Chip Analysis Regulate Kidney Development
and Function. Journal of the American Society of Nephrology: JASN, 2017, 28, 981-994. 6.1 39

106 Age and Sex Distributions of Ageâ€•Related Biomarker Values in Healthy Older Adults from the Long Life
Family Study. Journal of the American Geriatrics Society, 2016, 64, e189-e194. 2.6 38

107 Disentangling the genetics of lean mass. American Journal of Clinical Nutrition, 2019, 109, 276-287. 4.7 38

108 Independent associations of <i>TOMM40</i> and <i>APOE</i> variants with body mass index. Aging
Cell, 2019, 18, e12869. 6.7 35
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variant in<i>ANGPTL4</i>determining fasting TG levels. Journal of Medical Genetics, 2016, 53, 441-449. 3.2 34

110 Dairy Consumption and Body Mass Index Among Adults: Mendelian Randomization Analysis of 184802
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111 Common Variants in Mendelian Kidney Disease Genes and Their Association with Renal Function.
Journal of the American Society of Nephrology: JASN, 2013, 24, 2105-2117. 6.1 33

112
Genome-wide association study of triglyceride response to a high-fat meal among participants of the
NHLBI Genetics of Lipid Lowering Drugs and Diet Network (GOLDN). Metabolism: Clinical and
Experimental, 2015, 64, 1359-1371.

3.4 33

113 Rare, low frequency and common coding variants in CHRNA5 and their contribution to nicotine
dependence in European and African Americans. Molecular Psychiatry, 2016, 21, 601-607. 7.9 32

114 Genome-wide association study of circulating interleukin 6 levels identifies novel loci. Human
Molecular Genetics, 2021, 30, 393-409. 2.9 32

115 A multi-ancestry genome-wide study incorporating geneâ€“smoking interactions identifies multiple new
loci for pulse pressure and mean arterial pressure. Human Molecular Genetics, 2019, 28, 2615-2633. 2.9 31

116 Pleiotropic QTL on chromosome 19q13 for triglycerides and adiposity: The HERITAGE family study.
Atherosclerosis, 2006, 185, 426-432. 0.8 29

117 Apolipoprotein A2 Polymorphism Interacts with Intakes of Dairy Foods to Influence Body Weight in 2
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118 Genetic Studies of Leptin Concentrations Implicate Leptin in the Regulation of Early Adiposity.
Diabetes, 2020, 69, 2806-2818. 0.6 26

119 Sex-influenced association of nonalcoholic fatty liver disease with coronary heart disease.
Atherosclerosis, 2013, 227, 420-424. 0.8 25

120 The Effect of CYP7A1 Polymorphisms on Lipid Responses to Fenofibrate. Journal of Cardiovascular
Pharmacology, 2012, 59, 254-259. 1.9 23

121 A high throughput, functional screen of human Body Mass Index GWAS loci using tissue-specific RNAi
Drosophila melanogaster crosses. PLoS Genetics, 2018, 14, e1007222. 3.5 22
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126 Association of gene variants with lipid levels in response to fenofibrate is influenced by metabolic
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141 Inheritance of the Waistâ€•toâ€•Hip Ratio in the National Heart, Lung, and Blood Institute Family Heart
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gene haplotype. Atherosclerosis, 2005, 182, 231-239. 0.8 14



10

Mary Furlan Feitosa

# Article IF Citations
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156 Genome-wide association studies identified novel loci for non-high-density lipoprotein cholesterol
and its postprandial lipemic response. Human Genetics, 2014, 133, 919-930. 3.8 10
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158 Smoking-by-genotype interaction in type 2 diabetes risk and fasting glucose. PLoS ONE, 2020, 15,
e0230815. 2.5 10
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