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Phytopathology, 2005, 43, 63-82. )

Sublethal Cadmium Intoxication In Arabidopsis thaliana Impacts Translation at Multiple Levels. Plant
and Cell Physiology, 2011, 52, 436-447.

Arabidopsis CSP41 proteins form multimeric complexes that bind and stabilize distinct plastid

transcripts. Journal of Experimental Botany, 2012, 63, 1251-1270. 4.8 49
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