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Interspecific reproductive barriers between sympatric populations of wild tomato species
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Identification, transmission, and cytological behavior of Solanum lycopersicoides Dun. monosomic
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Isozyme analysis, chromosome pairing, and fertility of Lycopersicon esculentum A— Solanum
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Transmission and recombination of homeologous Solanum sitiens chromosomes in tomato.
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Resistance to Botrytis cinerea in Solanum lycopersicoides is Dominant in Hybrids with Tomato, and
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