29

papers

30

all docs

516710

7,798 16
citations h-index
30 30
docs citations times ranked

526287
27

g-index

13162

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS
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Selection of data sets for FAIRIfication in drug discovery and development: Which, why, and how?. 64 8
Drug Discovery Today, 2022, 27, 2080-2085. .

Road to effective data curation for translational research. Drug Discovery Today, 2021, 26, 626-630.

Cardiovascular RNA markers and artificial intelligence may improve COVID-19 outcome: a position 2.8 17
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PredictProtein - Predicting Protein Structure and Function for 29 Years. Nucleic Acids Research, 2021,
49, W535-W540.

A rare loss-of-function variant of ADAM17 is associated with late-onset familial Alzheimer disease. 79 42
Molecular Psychiatry, 2020, 25, 629-639. )

Data and knowledge management in translational research: implementation of the eTRIKS platform for
the IMI OncoTrack consortium. BMC Bioinformatics, 2019, 20, 164.

Genetic meta-analysis of diagnosed Alzheimera€™s disease identifies new risk loci and implicates Al2, tau,

immunity and lipid processing. Nature Genetics, 2019, 51, 414-430. 214 1,962

Presenting and sharing clinical data using the eTRIKS Standards Master Tree for tranSMART.
Bioinformatics, 2019, 35, 1562-1565.

Fractalis: a scalable open-source service for platform-independent interactive visual analysis of
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SmartR: an open-source platform for interactive visual analytics for translational research data.
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Rare coding variants in PLCG2, ABI3, and TREM2 implicate microglial-mediated innate immunity in 014 783
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The miRNome of Alzheimer's disease: consistent downregulation of the miR-132/212 cluster.
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Gene-Wide Analysis Detects Two New Susceptibility Genes for Alzheimer's Disease. PLoS ONE, 2014, 9, 5
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