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171 Microbial community structure of sandy intertidal sediments in the North Sea, Sylt-RÃ¸mÃ¸ Basin,
Wadden Sea. Systematic and Applied Microbiology, 2006, 29, 333-348. 1.2 148

172 The Genus Nevskia. , 2006, , 1152-1155. 3

173 A CARDâ€“FISH protocol for the identification and enumeration of epiphytic bacteria on marine algae.
Journal of Microbiological Methods, 2006, 65, 604-607. 0.7 43

174 Whole genome analysis of the marine Bacteroidetes 'Gramella forsetii' reveals adaptations to
degradation of polymeric organic matter. Environmental Microbiology, 2006, 8, 2201-2213. 1.8 334
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Microheterogeneity in 16S Ribosomal DNA-Defined Bacterial Populations from a Stratified Planktonic
Environment Is Related to Temporal Changes and to Ecological Adaptations. Applied and
Environmental Microbiology, 2002, 68, 1706-1714.

1.4 124

232 Comparison of Fluorescently Labeled Oligonucleotide and Polynucleotide Probes for the Detection
of Pelagic Marine Bacteria and Archaea. Applied and Environmental Microbiology, 2002, 68, 661-667. 1.4 189

233 Microbial Reefs in the Black Sea Fueled by Anaerobic Oxidation of Methane. Science, 2002, 297, 1013-1015. 6.0 673

234 Fluorescence In Situ Hybridization and Catalyzed Reporter Deposition for the Identification of Marine
Bacteria. Applied and Environmental Microbiology, 2002, 68, 3094-3101. 1.4 943



15

Rudolf I Amann

# Article IF Citations

235
Rapid turnover of dissolved DMS and DMSP by defined bacterioplankton communities in the stratified
euphotic zone of the North Sea. Deep-Sea Research Part II: Topical Studies in Oceanography, 2002, 49,
3017-3038.

0.6 124

236 Analysis ofN-acetylglucosamine metabolism in the marine bacteriumPirellulasp. strain 1 by a proteomic
approach. Proteomics, 2002, 2, 649-655. 1.3 48

237 Picobenthic cyanobacterial populations revealed by 16S rRNA-targeted in situ hybridization.
Environmental Microbiology, 2002, 4, 375-382. 1.8 8

238 Isolation of small-subunit rRNA for stable isotopic characterization. Environmental Microbiology,
2002, 4, 451-464. 1.8 54
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