52

papers

52

all docs

471509

1,851 17
citations h-index
52 52
docs citations times ranked

289244
40

g-index

2892

citing authors



10

12

14

16

18

_

ARTICLE IF CITATIONS

Artificial intelligence and machine learning to fight COVID-19. Physiological Genomics, 2020, 52,

200-202.

Enhancement of the gut barrier integrity by a microbial metabolite through the Nrf2 pathway. Nature

Communications, 2019, 10, 89. 12.8 420

Microbiota fermentation-NLRP3 axis shapes the impact of dietary fibres on intestinal inflammation.
Cut, 2019, 68, 1801-1812.

Salt-Responsive Metabolite, 12-Hydroxybutyrate, Attenuates Hypertension. Cell Reports, 2018, 25, 6.4 117
677-689.e4. :
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