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Transcriptome-wide association study of coronary artery disease identifies novel susceptibility genes.

Basic Research in Cardiology, 2022, 117, 6. 59 22

Identification of DNA Damage Repair Enzyme <i>Ascc2<[i> as Causal for Heart Failure With Preserved
Ejection Fraction. Circulation, 2022, 145, 1102-1104.

Sex differences in heart mitochondria regulate diastolic dysfunction. Nature Communications, 2022, 12.8 30
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The Genetic Architecture of Carbon Tetrachloride-Induced Liver Fibrosis in Mice. Cellular and
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<i>RIPK1<[i> Expression Associates With Inflammation in Early Atherosclerosis in Humans and Can Be
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Metabolic reprogramming and epigenetic changes of vital organs in SARS-CoV-24€“induced systemic
toxicity. JCl Insight, 2021, 6, .

Genetic regulation of liver lipids in a mouse model of insulin resistance and hepatic steatosis. 79 16
Molecular Systems Biology, 2021, 17, e9684. .

Machine Learning Reveals Time-Varying Microbial Predictors with Complex Effects on Glucose
Regulation. MSystems, 2021, 6, .

Genome-wide analysis identifies novel susceptibility loci for myocardial infarction. European Heart 9.9 113
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Integrative analysis of liver-specific non-coding regulatory SNPs associated with the risk of coronary
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Dietary and Pharmacologic Manipulations of Host Lipids and Their Interaction With the Gut

Microbiome in Non-human Primates. Frontiers in Medicine, 2021, 8, 646710. 2.6 6

Sex—sEeciﬁc genetic regulation of adipose mitochondria and metabolic syndrome by Ndufv2. Nature
Metabolism, 2021, 3, 1552-1568.

RIPK1 gene variants associate with obesity in humans and can be therapeutically silenced to reduce
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Collaborative interactions of heterogenous ribonucleoproteins contribute to transcriptional
regulation of sterol metabolism in mice. Nature Communications, 2020, 11, 984.

Genome-wide analysis highlights contribution of immune system pathways to the genetic architecture

of asthma. Nature Communications, 2020, 11, 1776. 12.8 119

Hybrid Mouse Diversity Panel Identifies Genetic Architecture Associated with the Acute Antisense

Oligonucleotide-Mediated Inflammatory Response to a 23€2-O-Methoxyethyl Antisense Oligonucleotide.
Nucleic Acid Therapeutics, 2019, 29, 266-277.

Sex-specific metabolic functions of adipose Lipocalin-2. Molecular Metabolism, 2019, 30, 30-47. 6.5 41
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Colocalization of GWAS and eQTL signals at loci with multiple signals identifies additional candidate
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Gene-by-Sex Interactions in Mitochondrial Functions and Cardio-Metabolic Traits. Cell Metabolism, 16.2 79
2019, 29, 932-949.e4. )

An integrative systems genetic analysis of mammalian lipid metabolism. Nature, 2019, 567, 187-193.

Obesity-linked suppression of membrane-bound O-acyltransferase 7 (MBOAT?) drives non-alcoholic 6.0 93
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Regulatory variants at KLF14 influence type 2 diabetes risk via a female-specific effect on adipocyte size
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Genomewide Association Study Identifies Cxcl Family Members as Partial Mediators of LPS-Induced
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Integration of Multi-omics Data from Mouse Diversity Panel Highlights Mitochondrial Dysfunction in
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Identifying fenofibrate responsive CpG sites. BMC Proceedings, 2018, 12, 43.

Maternal High-Protein and Low-Protein Diets Perturb Hypothalamus and Liver Transcriptome and
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Impact of Individual Traits, Saturated Fat, and Protein Source on the Gut Microbiome. MBio, 2018, 9, .

Tissue-specific pathways and networks underlying sexual dimorphism in non-alcoholic fatty liver
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Genetic, dietary, and sex-specific regulation of hepatic ceramides and the relationship between hepatic
ceramides and IR [S]. Journal of Lipid Research, 2018, 59, 1164-1174.

The Genetic Architecture of Dieta€induced Hepatic Fibrosis in Mice. Hepatology, 2018, 68, 2182-2196. 7.3 51

Genetic Regulation of Adipose Gene Expression and Cardio-Metabolic Traits. American Journal of
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The TMAO-Producing Enzyme Flavin-Containing Monooxygenase 3 Regulates Obesity and the Beiging of
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Natural variation of macrophage activation as disease-relevant phenotype predictive of inflammation
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