70

papers

72

all docs

94433

12,201 37
citations h-index
72 72
docs citations times ranked

67

g-index

17934

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Limitations of Phylogenomic Data Can Drive Inferred Speciation Rate Shifts. Molecular Biology and
Evolution, 2022, 39, .

A global reptile assessment highlights shared conservation needs of tetrapods. Nature, 2022, 605,
285-290. 27.8 130

Endemism, invasion, and overseas dispersal: the phylogeographic history of the Lesser Antillean frog,
Eleutherodactylus johnstonei. Biological Invasions, 2022, 24, 2707-2722.

Phylogenomic data resolve the historical biogeography and ecomorphs of Neotropical forest lizards

(Squamata, Diploglossidae). Molecular Phylogenetics and Evolution, 2022, 175, 107577. 2.7 6

Large-Scale Phylogenomic Analyses Reveal the Monophyly of Bryophytes and Neoproterozoic Origin of
Land Plants. Molecular Biology and Evolution, 2021, 38, 3332-3344.

Phylogenetics, classification, and biogeography of the Neotropical forest lizards (Squamata,) Tj ETQqO 0 O rgBT /ngr&och 10J50542°

Colonizing the Caribbean: New geological data and an updated landa€vertebrate colonization record
challenge the GAARlandia land&€bridge hypothesis. Journal of Biogeography, 2021, 48, 2699-2707.

A new semifossorial snake of the genus Arrhyton (Squamata: Dipsadidae) from eastern Cuba, with

taxonomic comments on other species. Zootaxa, 2021, 5052, 406-418. 05 1

A morphological and molecular revision of lizards of the genus MarisoraAHedges &amp;amp; Conn
(Squamata: Mabuyidae) from Central America and Mexico, with descriptions of four new species.
Zootaxa, 2020, 4763, zootaxa.4763.3.1.

Reply to Wampler et al.: Deforestation and biodiversity loss should not be sugarcoated. Proceedings 71
of the National Academy of Sciences of the United States of America, 2019, 116, 5204-5204. )

Species diversitg as a surrogate for conservation of phylogenetic and functional diversity in
terrestrial vertebrates across the Americas. Nature Ecology and Evolution, 2019, 3, 53-61.

A revision of the genus Audantia of Hispaniola with description of four new species (Reptilia:) Tj ETQqO 0 O rgBT /OBeiloch 10,Tf 50 302

Evolutionary time drives global tetrapod diversity. Proceedings of the Royal Society B: Biological
Sciences, 2018, 285, 20172378.

Phylogenomic support for evolutionary relationships of New World direct-developing frogs (Anura:) Tj ETQq0 0 0 rgBl IOverIgﬁh 10 Tf 51

Environmental variation is a major predictor of global trait turnover in mammals. Journal of
Biogeography, 2018, 45, 225-237.

Accurate timetrees require accurate calibrations. Proceedings of the National Academy of Sciences of 71 29
the United States of America, 2018, 115, E9510-E9511. )

Haitia€™s biodiversity threatened by nearly complete loss of primary forest. Proceedings of the National

Academy of Sciences of the United States of America, 2018, 115, 11850-11855.

Undersampling Genomes has Biased Time and Rate Estimates Throughout the Tree of Life. Molecular 8.9 2
Biology and Evolution, 2018, 35, 2077-2084. :



20

22

24

26

28

30

32

34

36

STEPHEN BLAIR HEDGES

ARTICLE IF CITATIONS

The Timetree of Prokaryotes: New Insights into Their Evolution and Speciation. Molecular Biology and

Evolution, 2017, 34, msw245.

TimeTree: A Resource for Timelines, Timetrees, and Divergence Times. Molecular Biology and Evolution, 8.9 2.017
2017, 34, 1812-18109. ) >

The signature of human Eressure history on the biogeography of body mass in tetrapods. Global
Ecology and Biogeography, 2017, 26, 1022-1034.

Genomic timetree and historical biogeography of Caribbean island ameiva lizards

(<i>Pholidoscelis<[i>: Teiidae). Ecology and Evolution, 2017, 7, 7080-7090. 1.9 25

Global priorities for conservation across multiple dimensions of mammalian diversity. Proceedings of
the National Academy of Sciences of the United States of America, 2017, 114, 7641-7646.

Time best explains global variation in species richness of amphibians, birds and mammals. Journal of

Biogeography, 2016, 43, 1069-1079. 3.0 49

Methodological congruence in fhylogenomic analyses with morphological support for teiid lizards
(Sauria: Teiidae). Molecular Phylogenetics and Evolution, 2016, 103, 75-84.

Advances in Time Estimation Methods for Molecular Data. Molecular Biology and Evolution, 2016, 33,

863-869. 8.9 96

Phylogenetics, classification, and biogeography of the treefrogs (Amphibia: Anura: Arboranae).
Zootaxa, 2016, 4104, 1-109.

Global mammal beta diversity shows parallel assemblage structure in similar but isolated

environments. Proceedings of the Royal Society B: Biological Sciences, 2016, 283, 20161028. 2.6 38

A revision of the green Anoles of Hispaniola with description of eight new species (Reptilia, Squamata,) Tj ETQq1l 1 Q.7843141gBT O

Molecular and morphological data support recognition of a new genus of New World
direct-developing frog (Anura: Terrarana) from an under-sampled region of South America. Zootaxa, 0.5 15
2015, 3986, 151-72.

Tree of Life Reveals Clock-Like Speciation and Diversification. Molecular Biology and Evolution, 2015,
32, 835-845.

&lt;p class="HeadingRunIn"&gt;&lIt;strong&gt; The high-level classification of skinks (Reptilia,) Tj ETQq0 0 O rgBT IO\()egoch 10,ff 50 222

The conservation status of the worldd€™:s reptiles. Biological Conservation, 2013, 157, 372-385.

Tracing the history and biogeography of the Australian blindsnake radiation. Journal of Biogeography, 3.0 23
2013, 40,928-937. :

Molecular phylogeny and historical biogeography of West Indian boid snakes (Chilabothrus).

Molecular Phylogenetics and Evolution, 2013, 68, 461-470.

Wormholes record species history in space and time. Biology Letters, 2013, 9, 20120926. 2.3 4



38

40

42

44

46

48

50

52

54

STEPHEN BLAIR HEDGES

ARTICLE IF CITATIONS

A new tuberculated &lt;i&gt;Pristimantis&lt;/i&gt; (Anura, Terrarana, Strabomantidae) from the
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