31

papers

35

all docs

759233

809 12
citations h-index
35 35
docs citations times ranked

552781
26

g-index

1385

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS
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Defining the Molecular Basis of BubR1 Kinetochore Interactions and APC/C-CDC20 Inhibition. Journal .4 37
of Biological Chemistry, 2010, 285, 14764-14776. :

Understanding histone acetyltransferase Rtt109 structure and function: how many chaperones does
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